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NTDB id 1177 A1552VC RS01165 WP 000422572.1 75
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 67436 SVA RS17365 WP 096462407.1 76
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 G 80
NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG YDIMND EEIJETDFSFE [N 76
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 PPMIRVDG R YDIMND EEINJETDFSFE [N 76
NTDB id 1202 PSJM300 01600 AFN76400.1 PPMIRVDG R YDIMND EEIJRETDFSFE |g 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVDG R YDIMND EEIQRETDFSFE |g 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PPMIRVDG R YDIMND EEIQRETDFSFE |4 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 PPMIRVDG R YDIMND EEIQRETDFSFE |4 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 PPMIRVDG R YDIMND EE/IQRETDFSFE |4 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 PPMIRVDG R YDIMND EEIQRETDFSFE |4 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. 153
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EXNERINAYSESIRIA R D MPEMWY TIMRINERK 156
NTDB id 67436 SVA RS17365 WP 096462407.1 E . B8R VIgV[QQR VEM\YLIRINED 155
NTDB id 1203 PSJM300 01605 AFN76401.1 G. RFRVEAFYQRNLAGMVLRRIE N INRINARGLVLIQYGENTG GKST LAAM 155
NTDB id 1307 DR RS10055 WP 010888596.1 DISCARFRVNAFNIQRAGWIG © VIVIRIBI P gy ISWANYRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1283 ACE17W RS02630 WP 010947729.1 W ARFRVNAFNQBRGA AVFRTIPS)H FRIINIRGLVLVTGPTGSGKSTTLAAY 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 W ARFRVNAFNQBRGA AVFRTIPS| ERINIRGLVLVTGPTGSGKSTTLAAY 155
NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAFNQNRGAGAVFRTIPS)Y IDMIYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ARFRVNAFNQNRGAGAVFRTIPS)Y SPMIZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N. ARFRVNMFNQNRGAGAVFRTIPSQ ONEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 W ARFRVNAFNQWRGAGAVEFRTIP S| ONEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 W ARFRVNAFNQWRGAGAVEFRTIP S|\ ONEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 W ARFRVNAFNQWRGAGAVFRTIP S| ONEYRG VLVTGPTGSGKSTTLAAM 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TIJAETGHL{egYl \ T L HESAY AN 233
NTDB id 1019 ACIAD RS04205 WP 004922051.1 T EDPIEF HiX¥NeC INSJAETGHLVF ' TLHESWRJANLN 236
NTDB id 67436 SVA RS17365 WP 096462407.1 LTVEDPIE VHQHKNC MIAAETGHL) INMGIANNEANQ 235
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[aj:{epjC INJAETGHL INMGIANNEANQ 235
NTDB id 1307 DR RS10055 WP 010888596.1 LT NQREV{ERIDTIRSIFIINALR ALR TAAETGHLVNIGTLHTNS Al 239
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LTVEDPIEFVH[@SKKCL DTIRSFIWNALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTISAIK 235
NTDB id 1259 GC085 RS10305 WP 010947729.1 DTIRSJFIPNALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTISANK 235
NTDB id 1202 PSJM300 01600 AFN76400.1 DTIRYFIIAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTYNSAIK 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LT EDPIEFVHIESKKCL DTIRYFRINALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTNS AIK 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DTIRYFIYIALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFEFGTLHTNS AINK 235
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 DTIIYFIWAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTNS AINK 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DTIYFIYIALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTNS AINK 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 DTI(YFIWAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTYNSAEK 235
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