
logo MKKYI FLMLR I
TLRSLVLS I FMVVTTALTYTI IYTMVPRKRL I FKRQDPNYNKIATKTPADKSKTANYENTI FYERLMGYIDYYDTKELQEKASKSELNDSKS

NTDB id 67274 SITYG RS08100 WP 096363109.1 MKKYIFMRILRSLVSIFMVTTLTYTIIYTMVPRKLIFKQDPNYNKIATTPDKKTNYENTIFERMGYIDYYDTKELQEKASKENSS 85
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
consensus !!!!!**!*!!!!*!!!*!!*!!!!!!!!!!!!*!!!*!!!!!!!!!*!*!*!*!!!!!!*!!*!!!!!!!!!!!!!!!!****!

logo VTVTEKPTNKAENKKAVIYEQAKYI
V
K
D
K
SLGHRGWKRLQHQFKEQSKQFYATREDVPVYLERVLFGFYGTNHL IFQE I

FDHNTGAWVKDAKSTNPNLKRYLIR I ENDPAIGW
NTDB id 67274 SITYG RS08100 WP 096363109.1 VTVEPTNANKKIYEAYIKKLGRGWKLQQFKESKQFYATREVPVYERVLGFYGNLIQIDHTGAVKDASNPNLKRYLRIENDPAIGW 170
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
consensus !!**!!**!!**!**!***!!*!!*!*!!!*!!!!!!!!*!!!*!!!*!!!**!***!*!!*!!!**!!!!!!!*!!!!!!!!!!

logo SVVGSGTKHKYLLYFNGSQFPF IVHQNFVRKLMNLGTSYPTYAGNELQPGVLQDVI STQGQGQTKQTSSEVVQNFPTGKKTVI SSVNDIYTSRTYKSPKSHQADVA
NTDB id 67274 SITYG RS08100 WP 096363109.1 SVVGSGTKHKYLLYFNSQFPFIHQNFVRLNLGTSYPTYANLPVLQVISQGQGQTQTSEVQFPTGKKTSSVNIYTRTYKSPKHADV 255
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKKVSSVDIYSRTYKSPSQADA 255
NTDB id 325 STU RS16125 WP 002946410.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA 255
NTDB id 293 STER RS06925 WP 011681416.1 SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA 255
consensus !!!!!!!!!!!!!!!!*!!!!*!!!!!**!!!!!!!!!!***!!*!!*!!!!!! *! !*!!!!!!*!!!*!!*!!!!!!**!!*

logo RDVRASNYYGKDNDPYTATEKSNRYQYPSML
V
V
TSSSAIVAGL IGLAVLSYLAI

LAVIPLGSYMALRFKNTI
LFDS IVSTGAIVLTFLMLSLPTIALVYI IRL IG

NTDB id 67274 SITYG RS08100 WP 096363109.1 RDVANYGKDDPYTATESNYQYPSMLVSSSIVGLIGLALSYLIAVPLGSYMARFKNTLFDSISTGALTFLMSLPTIALVYIIRLIG 340
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLIG 339
NTDB id 325 STU RS16125 WP 002946410.1 RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLIG 339
NTDB id 293 STER RS06925 WP 011681416.1 RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIG 339
consensus !!***!! !!!!!!*!*!!!!!!**!!*!*!!!!!*!!!**!*!!!!!!! !!!!*!!!*!!!*!!!!*!!!!!!!!!!!!!!!

logo SAE IGLPDSFP I LGAGDWRSYVLPASVI LGLLSATPW
G
T
LAVIW IRRYMIDLQSQDFVRFARAKGLSEQE I SNKHI FLKNAMVPSLVSSGIPGAAS

NTDB id 67274 SITYG RS08100 WP 096363109.1 SAIGLPDSFPILGAGDWRSYVLPAVILGLLSAPWTAVWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVPLVSSIPGA 425
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPAS 424
NTDB id 325 STU RS16125 WP 002946410.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPAS 424
NTDB id 293 STER RS06925 WP 011681416.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPAS 424
consensus !*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!**!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!*!!**

logo I IVSGVITGATLTETI FAFYPGMGKML IDSVKRASNNSAMVVGLVF I FTCALTS I FASLLLVGDI LMTI
M
L
IDPR IKLTSKGGK

NTDB id 67274 SITYG RS08100 WP 096363109.1 IIGVITGATLTETIFAFPGMGKMLIDSVKASNNSMVVGLVFIFTCLSIFALLLGDILMTMLDPRIKLTSKGGK 498
NTDB id 476 HSISS4 RS06995 WP 013990225.1 IVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
consensus !**!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!*!!!!!!!!!!*!*!!*!!*!!!!!!**!!!!!!!!!!!!
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