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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 67214 SCL RS04460 WP 096360110.1 MNKPKNQILIVDDEPDIREVLELTLGRMNLETRSASNLEEARHLIEDYKFDLCLTDMRLPDGNGIELVRHIQDKHPYLPVAVITA 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHD........TTENALENKLLIGRSLPIQQLRIAIKKIARSQA 162
NTDB id 67214 SCL RS04460 WP 096360110.1 FGNMETAVAALKAGAFDFVSKPLDLNDLRNIVRAALRVGQAPVAKTAVSSGEAPETGTGARKMLGQSAAVEKVRAMIERLARGQA 170
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE...........APVDNRLLGESPPMRALRNQIGKLARSQA 157
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLS 247
NTDB id 67214 SCL RS04460 WP 096360110.1 PVYIAGESGTGKELAARLIHELGPRADKPFVPVNCGAIPESLMESEFFGHKKGSFTGAVTDKDGLFKAADGGTLFLDEVGDLPLS 255
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMA 242
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICME 332
NTDB id 67214 SCL RS04460 WP 096360110.1 MQVKLLRAIQEKSVRPVGAQSEIKVDVRILSATHKNLHDLVAQGKFRQDLYYRLNVIELMIPPLRDRVEDIPLLAEALCRKLSDN 340
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGD 327
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 WETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSE 417
NTDB id 67214 SCL RS04460 WP 096360110.1 MGMKPPRLTTDAAEALQRYSFAGNVRELENTLERALTLCNGTEITAQDLQLHVAVDES.................EAETVMGGKE 408
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS................QEGAASLSEID 396
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 67214 SCL RS04460 WP 096360110.1 SLDDYLERIERATIEKALAQTQQNKTAAAKLLGISFRALRYKLEKLGIE....... 457
NTDB id 1473 PAKAF RS24000 WP 003094694.1 NLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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