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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS................KEVFIT 142
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 67153 KF707C RS26545 WP 036993218.1 KSYARVGRTIENIDFQRGEQGEGNVVITLSDPSVSPDIQEQGGRIRLNFAKTQLPEPLRVRLDVKDFATPVQFVSAAGSG 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQS 233
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDG 215
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDK 302
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIA 382
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIA 382
NTDB id 67153 KF707C RS26545 WP 036993218.1 VQGNITLRLQNVPWDQALDLVLKTKGLDKRKVGNVLLVAPADEIAARERQELESQKQIAELAPLRRELIQVNYAKAADIA 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIA 393
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIE 374
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIM 373
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIM 373
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPV 431
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPV 431
NTDB id 67153 KF707C RS26545 WP 036993218.1 KLFQSVTSGDPS..........................AAGTDERGSITVDDRTNSIIAYQTQDKLDELRRIVTQLDIPV 450
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KLFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPV 447
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPV 445
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQV 453
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQV 453
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANEL.........A......RGTAPANVVPLERRLNLDLA 494
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANEL.........A......RGTAPANVVPLERRLNLDLA 494
NTDB id 67153 KF707C RS26545 WP 036993218.1 RQVMIEARIVEANVDYDKALGVNWRGASVGDNN...FVIGGGG..........NGRPAAGNANNP....LLANAPFVDLG 513
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RQVMIEARIVEANVGYDKSLGVRWGGAYHKGNW...SGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLG 524
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSET.TLWNLRNPDSN.....GTYT...IERPDNLNVDLG 516
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSET.TLWNLREPKKDETTGGYKYT...IERPDNLNVDLG 529
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSET.TLWNLREPKKDETTGGYKYT...IERPDNLNVDLG 529
consensus *!!**!!!!!*** *****!**!** * * * **!* * * * **** * * ***!!*

logo

V
A
A
VPLKS

T
D
T
N
G
T
P
A
G
TP
T
A
A
G
S
G
SVIAGFIAGFLAIKTSMLNSDDNTFI ILMLDLQELSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGASVEQQE I

VPYQSETASTNSSAGAGSTATASTVTASF
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 67153 KF707C RS26545 WP 036993218.1 A...TGA.TSSIGIGFIT..DNTILDLELSAMEKTGNGEIVSQPKVVTSDKETAKILKGAEIPYQEASSSGA...TSTSF 584
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 67153 KF707C RS26545 WP 036993218.1 KEAALSLEVTPQITPDNRIIMEVKVTKDAPDFGNALNGVPPINKNEVNAKVLVNDGETIVIGGVFSNTQTKAVDKVPFLG 664
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 67153 KF707C RS26545 WP 036993218.1 DLPFLGRMFRRDVVQDKKSELLVFLTPRIMNNQAIAVSR......... 703
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus **!**!**!*** ******!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


