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NTDB id 1426 RS RS05575 WP 011001070.1 ..MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVV 78
NTDB id 67147 KF707C RS17265 WP 003456206.1 MPVSWGLLALASGMLALR........WMPALPAAGTLLLQALLGLILLRGRLWP....LGLFLLGLAWACIGARIALDDR 68
NTDB id 1199 PSJM300 12650 AFN78592.1 ..MRAGMLALAAGLLLLR........FLPQLPSFGWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDR 66
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NTDB id 1426 RS RS05575 WP 011001070.1 LAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQ 158
NTDB id 67147 KF707C RS17265 WP 003456206.1 LDPALDGEIRWLEGQVAGLPAVAEGVTRFELEDVRS.PRAELPTRLRLSWHG....................APMVRAGE 127
NTDB id 1199 PSJM300 12650 AFN78592.1 LPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGE 125
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NTDB id 1426 RS RS05575 WP 011001070.1 RWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEAR 238
NTDB id 67147 KF707C RS17265 WP 003456206.1 RWRLAVKLKRPHGLVNPGTFDHEAWLLARRIGATGAVKAGERLRVAA............GPSAWRDGLRLRLLAEDAGG. 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG. 192
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NTDB id 1426 RS RS05575 WP 011001070.1 YAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGA 318
NTDB id 67147 KF707C RS17265 WP 003456206.1 RAGGLAALVLGDGSGLSVADWRLLQDTGTTHLMVISGQHISLFAGVLYGLVALLA.......RLGL..WPGRLPWLPWAC 265
NTDB id 1199 PSJM300 12650 AFN78592.1 RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGI..WPQRLPWLPWAC 263
consensus *!****!!!*!!*!!** !!!*****!!**!!**!!!*!****!!********!* !*** *! !*!******

logo

V
G
A
LAMFAAGGAFLAGYCGW

LLAGMFDEGVPAVRQRTALCLMVLAI
T
VVALLVAWRLARDFRSHVLPGLVFSWVLSPLCLGIWAALACVGLTVALMLAVEDPW

L
V
A
S
V
M
L
S
Q
A
PGGFWLSFVGSAVAVL ILFIVW

L
I
A
A
F

NTDB id 1426 RS RS05575 WP 011001070.1 VAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAA 398
NTDB id 67147 KF707C RS17265 WP 003456206.1 GLAFAGGLGYGLLAGFDVPVQRACLMLAVVLVWRLRFRHLGLFVPLLGALCTVLLAEPLVVLQPGFWLSFGSVALLVLAF 345
NTDB id 1199 PSJM300 12650 AFN78592.1 GLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIF 343
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NTDB id 1426 RS RS05575 WP 011001070.1 RIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LP 477
NTDB id 67147 KF707C RS17265 WP 003456206.1 A.......GRLGAWRWWVT.......WWRAQWVMGLGLAPLMLALALPISLSGPLANLLAVPWVSLVVLPPALLGTLLLP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......GRLGVPSWWRA.......LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLW 409
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NTDB id 1426 RS RS05575 WP 011001070.1 EPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
NTDB id 67147 KF707C RS17265 WP 003456206.1 VPGLGEGLLWLAGYALELLFQVLDCLSRQVPAWVAPQPPPWAWLLGALGALLLIAPAGL...PFRGLGLALMLPVLLPPL 488
NTDB id 1199 PSJM300 12650 AFN78592.1 VPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPD 486
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NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
NTDB id 67147 KF707C RS17265 WP 003456206.1 ERPPTGQADILMLDVGQGLSVLVRTRHHALLYDAGARRGDF.DLGERVVVPTLRSLGLDRLDLLLVSHADNDHAGGAPAV 567
NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
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NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
NTDB id 67147 KF707C RS17265 WP 003456206.1 MRGLKVDRLVSGEPGRL.......DVGRLAEPCQAGEQWRWDGVSFRTWHWA......HADDSNDRSCVLTVEAGGERLL 634
NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLL 632
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NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
NTDB id 67147 KF707C RS17265 WP 003456206.1 LTGDLGARGEAAWIASGQP..LSSRWLVAGHHGSRTSSTGFFLRRVAPEGVLISRGHLNPYGHPHPRVLSRIRGLPARIH 712
NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
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NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 67147 KF707C RS17265 WP 003456206.1 DTAEEGAVGLRLGGFG..PARGAREVPVFWREK................. 743
NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
consensus *!** !!* * ***** *** ** !**!***

X non conserved

X similar

X ≥ 50% conserved


