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NTDB id 669650 MQW34 RS21225 WP 078420377.1 MNGIESFANMILKEACRVQASDLHIVPRQKDVVVQLRIGKDLMTKQYIEKEFGEKLVSHFKFLASMDIGERRKPQNGSLY 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! ** !!* !!!*!!!!! *! *** !* * !* ! * !! * *!*!!!!!! !!!!!!!!!!!!!!
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PQAYNS IVPQPS ILDSHKLSLFPKSTAGAKKTLLSFLHKHYSHGLML IVFTGPTGSGKTTTLMYASLLVEQVY
NTDB id 669650 MQW34 RS21225 WP 078420377.1 LQMDGQEVYLRLSTLPTVYQESLVIRLHLQASVQPLSHLSLFPSTAKKLLSFLHYSHGLLVFTGPTGSGKTTTMYALLEV 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! * !*!!*!!!!!* !!!!!!***! **** *!!!!! !* !!!!!**!!!*!*!!!!!!!!!!!!*! !*
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NTDB id 669650 MQW34 RS21225 WP 078420377.1 IRKKKTRRIVTLEDPVEKRNDDILQIQINEKAGITYEAGLKAILRHDPDVILVGEIRDEETAKIAIRASLTGHLVMTTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus *!* ! !!!!!!!!! ! *!*!!*!*!!!!!*!! !!!!!!!!!!!!*!**!!!!! !!! !!*!! *!!!!!*!*!!

logo TNRDAKGAI LYRFLLMDEFGINTMRNQE I EQSTLVI
LA IAAQRLVDELAKCPFCEQKNGKCSSTVVYCKRQSMSRNQTVRQRAS IVYELLYGKYENLKQQAC IKQEGAKNGEN

NTDB id 669650 MQW34 RS21225 WP 078420377.1 TNDAKGAILRFMDFGITRQEIEQSLLAIAAQRLVELKCPFCQKKCST.VCKSMRQVRQASIYELLYGYELKQAIKGANGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus ! !!!!!! ! **!!! *!!!!***!!!!!!!!*! !!!! !!** !* !* ! !!*!!!!!! ! !*! ! !
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NTDB id 669650 MQW34 RS21225 WP 078420377.1 CVTYKHETLESSIRKGYALGFLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ! * !! !!!! !!!*! ! ********
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