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VFADYL ILKVKRDRNAE
NTDB id 669542 MRY16 RS07165 WP 243484779.1 ......MKIKNVVMRLGFRFNVVSECQQSSTKSYLPKKIKSNLGFTLVELLVAIAIFAVLSMLGWKVFAYLIKVKDRNAE 74
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRL..............AARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAE 66
consensus ********!* * !!************** * ** !!!!!!!!!!!!!!!!!!*!!!!*! !!*!!*!!!!!

logo HETVHLFELQDAYQQFI LKRDSTLMQI IPLSTATNDQGGRQLHQAPALMEVI
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NTDB id 669542 MRY16 RS07165 WP 243484779.1 HETHLFELQDAYQQFLKDSMQIIPLTTNDGRQLQAAMVLNDRSFSFSKAGVSDPLKQGLSPYERIEYRYDAQQKKVYRLK 154
NTDB id 1076 ABD1 RS08075 WP 000594585.1 HEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLK 146
consensus !! !!!!!!!!!!! !*!**!!!!!* ! ! !!**!* * !!!!!!*!!!!!!!!!*!!!!!!!!! !!!*!!!!
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NTDB id 669542 MRY16 RS07165 WP 243484779.1 YTNLNIPNRVQPVSSTLLKNVDQFRIVILNPQEISQWPENINDPNNVNELKKLPLGFKVQLTIAGSDYEWIYSLLNVNQL 234
NTDB id 1076 ABD1 RS08075 WP 000594585.1 YTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLS 226
consensus !!!!! *!! !!*!!!!! *!!!* !**! !!!** !!! !! *!!!!!!! ! !*!!!*!! !!!!!!! *

logo LSVNQEQEGNTPSQ
NTDB id 669542 MRY16 RS07165 WP 243484779.1 LVNQETPQ 242
NTDB id 1076 ABD1 RS08075 WP 000594585.1 LSQEGNS. 233
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X non conserved

X similar

X ≥ 50% conserved


