logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1306
1110
1168
1293
1401
1251

669473 MTP24 RS13905 WP 243531725.

1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1306
1110
1168
1293
1401
1251

669473 MTP24 RS13905 WP 243531725.

1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1306
1110
1168
1293
1401
1251

669473 MTP24 RS13905 WP 243531725.

1058
1018

consensus

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NGFG RS09235 WP 003689817.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NGFG RS09235 WP 003689817.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NGFG RS09235 WP 003689817.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS0O7725 WP 011946523.1

ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

1

1

1

1

DRRLCAI LLDQ  YLOCDNDLXRRALERHSEWVW RLADVL I DS VOAEKRIARATEEAL 1 LYVNLLAVQRITDHFAALR

SIRI'QTALNLRAFI "FALE DRLRVALVDI 'LSSFSIETLEDDS FDI EI"YQRALREEYV AITATHY I "ELGLE INWVVIPSOCAS

KLOERL I THOY I TDAQLQRAVA L DAQQRT EALCATL I SQRA I TEDXRLYEVLAEXRE

[eNoNoNoNoloNoNoNoNe) [eNoRoNoNoNoNoNoNoNe]

cNoNoNoNoRoNoNoNoNo



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1306
1110
1168
1293
1401
1251

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NGFG RS09235 WP 003689817.1

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NGFG RS09235 WP 003689817.1

1410
1306
1110
1168
1293
1401
1251

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

A1552VC RS11070 WP 000957200.1

A1552VC RS11070 WP 000957200.

LRADALRLLAVI ' WDETEXR NVITWVLT

SDHRKRTDIDAL |

RI\WV/QL L TR RDIERL | ER2FY! ©OR RL EQLVRET1

L RSO

S v ng $<§LL%E§%kQ

SKKSRAVALRNYF
REALQVQAREGKV

.. .MALATEEYRL
..... MNIN. ..
. .MSALHTSPKF
.MSAFTTPPKF

év.LDLN DA

DS DPEVAPIITQ

Qe o sl

/\EitA/\?fv =SS

lPFGNK

KPIRGE DSENBQOK

RQL LVQVK.T

KRty EXL

VERAEHY. . YNESQA[EKE LPM F.

SIS[ET

' ABIGHS
VEAS[ET

qcllcq
"bAAK

QQ IREK AK
* %

GFFRRIRUEEKH

GFIRR EEQY NAQ
* k%

cbombyeRE el s

kK okk Kk

ErsTow /\ 5’<$

QMAE.IGRFFPL TCRJ3!
PKVAL

LMG
NECQQ
CQQ
CQT
PVN

PAD
PKD

K
K
K
K
*

LEK|EED . KTKAIEHKLAAEKI
.IPLLRKF TL[ER DAD

k  kk

KQD .
KQD

PEA
PEA

R, PEE KAVTGRE ELLR YKKNQLFERKV|
. NVG[¢GR| E .

TAEL S..

TVAY

BvrY,
kX ok *

FKFLPLAQQEGDPPS IRV A VDPDN ARAQI)

. *-ﬁis e

AV

..ELSIFHAQEL.E
.SSEFFR SSELAE
ss

KNKIBSIAEQ AL .......

KC@K DSKEIWND . . .. ...

.EEVH SLiWNy. .. ....

.DNFS LTENY. . .....
* *

ﬁki-gF Y

RAYKKNRL F Al

B T R TTS

KK

D
H
F
F
T
Y
H
H

32

[eNoNoNoNoNoNoNoNaNe))

165
459
127
128
128
128
136
126
136
136



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.1 jui:yeRilesy QRAN: NN RISISISY:A M NeRn) VIHEMYE E ERJSKIRY

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

1

1

1

1

1

Bk BT Ba bk ke FREELAVRY e sl YR K] LQAV

DDFNQ QY IREEWEAAQEKRDQERA DKLNE.TDIVGSIDMNLGEDKEEV.NA SND ARG
RYBEEKGFEKLN. .. ... .KBRA. .. ............. ERNKTQQSQEABL SV APy Al

KDWIR

DQUAGIHBNWEGSRETELLQELGEGQE . B3 . . . .. ... oo ESHTLYEBBNEE ABDG3
RAMQAAMRRIMMBREIOGAANQGKEISQ DEL QSEEL S QB
REWMSTAMRR)MERELEHEKSGLKEINQEARASLAOM . . . .. .GA. ....... DE I DN S Qs

REJRTAApSRR/ RBLGQEKSGLKEINQ

ANL\YK
ASL\)
AGL\)

DKMS ATRMINIL TAKEEQGL . . . . . . SEYVE DSGDE. . . ... EGLEISADDEDQ IDTATSVTD AP

IQEDNKISEQELD ABGELNL . . . . .. KEFAD ...... ETE...... QgYINKIL
HKWEKIMGQHE@EESEFDF . . . . .. FDLDJAM . . . . .. DGP...... YINK L
DKWMERMYSEHEVEETHFNF . . . . .. DLDV ...... DPH...... YINK L

k% kkx kX * % %

DA lméié%ﬂmlz&% i KYL;JD EBR QD B sl RS

INSNPIIPIAY 1 WARIGK M 1Y DIAERRSPQDG I [aaqapRe 1§ DFR VY
PUETPICIVN AR K MESLDIAERR PQDGR  |JNK(EEEM DER S
\{ PHPHIY XL\ RIK MS LDI E R PQDGR [ELiggex(e i3 DFRVS
TQEY - is LDIAERR PQDGRIKL

L

R

Ko

RBIGASDIHFE|JYELRER
RKGASDIHFEPYENQYR
RISGASDIHFEPYEJ@UIYR
RISGASDIHFEPYERWIYR
RNGASDIHFEPYE#2YR
ISGASD HFEPYEBISYR
RNIGASD HFEPYEJSYR
RYSJASD HFEPYE|SYR
* RS U S

S LDIAERR PQDGRIKLK
I8S LDIAERR PQDGRIKLK

R RDGIL PQDGEK K

MSPLDI ERR
MS LDIAE REPQDGRIKLK
MSE DI E R PQDGRIKLK

W DI E R PQDGRIKLK

Pkl 1kl kook Dok Dokokokokok D lok Dok Dok D DD Dokokoskoskoskokkk okokok Dok |k

LT R s SA\L@ngL!gg%@ s 9 T T ULl

C
TLPTLFGEK V RIL SB ARJLIYIDMNLG EEFQKKLELEA sSIRPF{GM LVTGPTGSGKTVSLYT[@LNILNT

TLPTL GEKIVLR LDSS ANLIIDIMLGYNPNQKMNLYLJALIGRPQGMIL TGPTGSGKTVSLYTGLREJILNT
TLPTLFGEKIVLR LDSSSANLINIDISLGYSIANQKNLYLEALIARPQGMIL TGPTGSGKTVSLYTGLNILNIMPE
TLPTLFGEKIVLR LDSSSAJNLII |JALGYEPRQK@NLYL ALBRPQGMIL TGPTGSGKTVSLYTGLEILNKPE
TEPTEJAGEK V R LDS[E ALGI LG WPWQ p¥Y LEIA [MRPQGMILVTGPTGSGKTV LYT LNILNTHE
ALMNPQGMILVTGPTGSGKTVSLYTGLNILNNPERINISTAE
EALP] PQGM L TGPTGSGKTVSLYTGLNILNTISEINISTAE

EALN PQGM L TGPTGSGKTVSLYTGLNILNTI®:#ANISTAE
* ok lsklsxlxl LTI * | ) Dok sl

LPTLFGEK VLRILDIZSSARKILGIDILGYINNNQKEL

LPTLFGEKIVLRILDIZ SANLGIDELGYIXPJaQKEL

ok D1 Ldorok |k Dok okox * Txk * %

245
516
184
194
194
194
203
188
198
198

323
593
263
272
272
272
281
266
276
276

403
673
343
352
352
352
361
346
356
356



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1

669473 MTP24 RS13905 WP 243531725.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

1

1

1

1

1

1

it

DPAEINLPGINQV VNBKEG TFAMAL SFLRQDPD
DPVEINLEGINQVQV PK GEEFAMALRSFLRQDPD
DPVEINLEGINQVQV PK GIeFAIMALRSFLRQDPD

o e R OLE e AT s LT

TIJVGEIRDMETAJSTA |MAAMTGH VL TLHTNBA|ZEL
IMVGEIRDLETA IAIKAAQTGH VigSTLHTNWAIFNT
MVGEIRDLETAETA KAAQTGHLVLSTLHTNSAAET
MVGEIRDL TAETAIKA QTGHLVLSTLHTNSAAET
MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET
IMVGEIRDLETAETATKAAQTGHLVLSTLHTNSAAET
MVGEIRDLETAEI IKAAQTGHLVLSTLHTNSAJZET
IMVGEIRDLETAETAIKAAQTGH V STLHTNSAJZET
IMVGEIRDLETAETATKAAQTGHLV STLHTNNAAET
Pt P ! Pl x

DPVEI

DPVEIiLPGINQVQV PK GIg8FAALRSFLRQDPD
K

TF [ALRSFLRQDPD
TFAALR FLRQDPD
TFARNAL SFLRQDPD
TFAINALRSFLRQDPD
% > % %k % %k * 1 [

DUt LUKRLAR = b

ol &I,;;Eg Egj, gy o bE &

RAQK Sl AL

o EREEAY)

MGVEI4FNl (¢S '1Ke]  AQRLWIR < 'C [NC IAYH.PIKEE SRF[¢L ASGDEVVTFYKANSLSPDEIHIARQKGNLCQK
Vgl AQRLJYRR C ECKQETN ADPEV|RRREEISERDM . .RG. ... ......... RGTGCPR
MGVENYFNIASSVSLI AQRLJRRRLC SCKQEV.RP ASAIRKE DEDMA .KD.............
MGVE)J4FN ASS SLIIAQRLARRLC|S:ICKINRAINY ALLQSQF QPNES. . ...............
Q CHEVQL . QHEETIQTTEN . . oo oo oo
.PNSQL . QHMCGITANTEQ. . ...............
MG |Jg FNIASSV LITAQRLAR LCNQCKAVR DF NQGLIE KEAPDM. . VN.............
MGVig N ASS SLITAQRLARRLCIZSCKIW:NE [AFRzRINN] YN TAQE. .ED.............
ADIPKQSLLE EQREAHPD. ............
IQVPERSLLE PED AQPE. .. ..........
[ * sk DL Dk bk Ik | * * ** [ |

. NLQ@S fdvg sy E U

N LM Qe Y LEEVERVTFTDTGLESEMRA

i R W st

YEVM NSER AE

. |E§VA'TA

LeXsE E/\

GSGYKGRVG

GIYEVM EFD
GRVG

:GYKGRVGIYEVEE

BGYKGRVGIYEVN

NG YKGRVGIYEVNM
it

k 3k %k ok ok

483
753
423
432
432
432
441
426
436
436

562
817
489
494
493
493
506
490
502
502

641
887
558
562
561
561
574
558
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1306
1110
1168
1293
1401
1251

KRKSAL T RT AAELOOE LD hd TSRFEFS

SGL RS13950 WP 010873519.1 KRKSALTCRTCAAELQQEWLDCPYCMTSRFS
DR RS10060 WP 027479822.1 ... ... . . . .
NGFG RS09235 WP 003689817.1 ... . i it e i
A1552VC RS11070 WP 000957200.1 .. ........ .. ... ... . . . ...
VP RS12240 WP 005479695.1 .. e e
DSB67 RS12665 WP 010643259.1 . ......... ... ... . . . . . o ..
GCO85 RSO7725 WP 011946523.1 ... . e i e

669473 MTP24 RS13905 WP 243531725.1 ... .. i i i

1058
1018

consensus

ABD1 RS01615 WP 001274986.1 . ...... ... . . . . . .
ACIAD RS01685 WP 004920473.1 .. it it e i

X non conserved
B similar
> 507 conserved

672
887
558
562
561
561
574
558
570
570



