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NTDB id 66944 GM3709 RS08955 WP 066118459.1 MLSFFDNLLGGGSNGVGIEINPDKITLAQLAKKGQQYKLLKYHSIDVPDNIFEEGQIVDSPGLAELIDQLLKEAKVKPKQ 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! ! ! ! ! !!!*!! !*** *!!! !! !!! !*** *!* !!!!! !!!!!*!!!*! !! ! * *!!
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VPAELDNDENQELRDMQVLNHEAASLYLPYPREEVDLDYQKLGLYFEVDDEDGI EKVQVLLVATRREVTDLSY
NTDB id 66944 GM3709 RS08955 WP 066118459.1 IATAVPMKESIIRIIPIPAELNDQELRDQVLNHEASLYLPYPREEVDLDYQKLGYFVDDDGIEKVQVLLVATRREVTDLY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus *!!!!!!*! !!!**!*!!!! **!!!! !!!!!! !!!!!!!!!!!!!!!!!! ! !*!!!!!!!!!!!!!!!!!!! !

logo LDETFQQAGLKQVDNVLE INSFAL IRTIKREQLKRQFGSPSRSEAAVVLVDI EFDSTTE IA I IVDEGVPQFSRTI
VP IGTYQMQNTALASQRAMN

NTDB id 66944 GM3709 RS08955 WP 066118459.1 LETFQQAGLKVNVLEINSFALIRTIKEQLKQFSPSEAVVLVDIEFDTTEIAIIVEGVPQFSRTIPIGTYQMQTALAQAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !*!!!!!!! ! !!!!!!!!!!!!!*!!!*!! * !! !!!!!!!!*!!!!!!!*!!!!!!!!*!!!!!!!! !! !!!
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VNPGMDNASLLMRVLMGELTVDELRRS INFYLNQSEGDELVELVVQLLLAGPGGSGLAI

NTDB id 66944 GM3709 RS08955 WP 066118459.1 LPTSKNTELLQEITIPNNPEQTTTNTTSSQTWINPGMDSLLRVLGELVDELRRSINFYLNQSGDVEVVQLLLAGPGSGLA 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTM...STQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLI 317
consensus !!*!*!*!*!! *!!! * ! ***** ! *!!!! !*!!*!!! !!!!!!!!!!!!!! **!*!!!!!!!!! !!
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NTDB id 66944 GM3709 RS08955 WP 066118459.1 QIDEFFTKKLSLPAMQIDPISALSLTFKEDLSVMQRAGLGTVIGLGMRMS 370
NTDB id 1411 SGL RS10685 WP 010872897.1 QLDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !*!!*!! *!!*! * !!! !! * ! * !* !*!!*!!!*!
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