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NTDB id 669355 MRH55 RS04130 WP 304985030.1 MLTHTHIKNFTIVESITFDFEKGLTVLTGETGTGKSIIVDAVGLLLGGRRSDTALIRSSTEQCVY............... 65
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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logo

AEQGIDVSDEMIVMRRDI STSGKSVCRVNGKLVTIASLRE IGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................................................................................ 65
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus ********************************************************************************

logo

TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDEQLQEERQQI SNFEKIYESLQNAYNALRSE
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................................................................................ 65
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus ********************************************************************************
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QGGLDWVGMASAQLEDI SDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYI ETRLNE IKQLKRKYGATV
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................................................................................ 65
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
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EDI LEYASKI EEE IDQI ENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADE IHRELKSLYMEKSTFDTEFKV
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................................................................................ 65
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
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RTASRNEEAPLVNGQPVQLTEQGIDLVKFL I STNTGEPLKSLSKVASGGELSRVMLAIKS I FSSQQDVTS I I FDEVDTGV
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................................................................................ 65
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
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SGRVAQAIAEKIHKVS IGSQVLC ITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAE IGRMIAGVEVTDLTKR
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................................................................................ 65
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus ********************************************************************************
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HAKELLKQADQVKTTG
NTDB id 669355 MRH55 RS04130 WP 304985030.1 ................ 65
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus ****************
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