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NTDB id 66934 GM3708 RS15745 WP 066348921.1 MVSETDYQQRYGQAQTAYLEGDLETANNITDSIIEDYPHDPSVLLLKGHIHLRQQKYEIAKATYEEVLSLTDHQDLVSLA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 HQGLTQIQEEELDNFYPDEVETPDFEDDIEEIDDDEPNDNWTSSIQFDSIDWDVEDLEEEEIEDPTLQQNAP.LNRDFSS 159
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEPRGNGAKDSLDQDWQSDIDAID..............NSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDH 146
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 PPPKAKSSSPSDNDSFNPFDDDDDDDTAANVVIDFSKNDNQNSEFEPLADNLLEMDIDESDFDGFGNDENDFDANDLQET 239
NTDB id 1418 SGL RS04210 WP 010871656.1 PFGR..SSASFGTSGARSYEIE...................NLDWSPEA...FTDDLDS...........DDEQTMMPQT 191
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 GTPTFVVSSDEP....ELSDLEK....MLTGG...SELLGNFDEDFGDYSSELE...P..LTSAKKSTSFNTEIDEDDPL 303
NTDB id 1418 SGL RS04210 WP 010871656.1 GESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALAQAPTPTSGDYGAGNNLPS 271
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 VPDGEDNFFFAPDELDDIPDI....GADELPVSSIFTKEQRADKSFNNIIDNNDSVFDDDFENEITGSFSFDTDRINLDI 379
NTDB id 1418 SGL RS04210 WP 010871656.1 F....D..AFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQG..GD...TVVHGGNAAPP.GMATWL 339
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 EDDEISVSSSLTDISSTPLSVNVTPEVEIPQGNLAQYFDVPLFSKQLVHGGVTGLVTFLVVFF.VSMLPATITPQTAEIK 458
NTDB id 1418 SGL RS04210 WP 010871656.1 K....PDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAP 415
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 NTVTSA......QKKENQKPSSTTQPKKETAKPTSKQSVSYPFGSRFFLSLLAGIASGGSTVAMGYLMSNHIKRYTNDLQ 532
NTDB id 1418 SGL RS04210 WP 010871656.1 SGETTTEAPAEGAPAEGQAPS..QTPEEEPGKP...........SLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQ 482
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 NQFESVYQGNYEVKATVYSQDEFGTLAAGFNQMAKMINTTTTEARKRAEETERAREDLQRQVIRLLDDVEGAARGDLTVQ 612
NTDB id 1418 SGL RS04210 WP 010871656.1 NQFESIYEGNFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQ 562
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logo AEVTADEVLGAVADAFNLTIQTNLREKIVKLQVKNQAAKVQVNKNANCSKTDSESVFARNNQSSDALRMAEELAVTLNSVQLMMTDES I EQRVAE
NTDB id 66934 GM3708 RS15745 WP 066348921.1 AEVTADVLGAVADAFNLTITNLRKIVKQVKQAAVQVNKASTDSEVFARNQSSDALRMAEELAVTLNSVQMMTDSIQRVAE 692
NTDB id 1418 SGL RS04210 WP 010871656.1 AEVTADELGAVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAE 642
consensus !!!!!! !!!!!!!!!!!! !!! !! !!!*!! !!! * !!! !!!!*!!!!!!!!!!!!!!!!!!!*!!*!! !!!!

logo NAREAEEVAHRSTSSLVTALKGGDEAVERTVAGGI LQIRETVSETATRKVKRLAEASQEQI SKTIVAVI SQIASSRTNLLALNAS IQAA
NTDB id 66934 GM3708 RS15745 WP 066348921.1 NAREAEEVARSSSVTALKGGDAVERTVAGILQIRETVSETTRKVKRLAEASQQISTIVAVISQISSRTNLLALNASIQAA 772
NTDB id 1418 SGL RS04210 WP 010871656.1 NAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAA 722
consensus !!!!!!!!!**!!*!!!!!!*!!!!!!*!!!!!!!!!!!! !!!!!!!!!!! !! !!!!!!!! !!!!!!!!!!!!!!!

logo RAGEAGRGFAIVADEEVRQLADRSAKSLKQE I EQIVLQIQSTETGSVMTAMEEGIQQVI
RDVTDKRSEQASKRALEDI I EQVSNR IDN

NTDB id 66934 GM3708 RS15745 WP 066348921.1 RAGEAGRGFAIVAEEVRQLADRSAKSLQEIEQIVLQIQTETGSVMTAMEEGIQQVRDVTDRSEQAKRALEDIIQVSNRID 852
NTDB id 1418 SGL RS04210 WP 010871656.1 RAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRIN 802
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NTDB id 66934 GM3708 RS15745 WP 066348921.1 ALVRSITADTDEQRENSRGVAKVMQAVELTAQATSQESQRVAGSLQNLVGIAKDLISSVERFKVEGK 919
NTDB id 1418 SGL RS04210 WP 010871656.1 TLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR 869
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