
logo MFLDFFLPNRCLKCNL I IPSSDEE IVCWACKSHINFTYNDFGGKGDSFYQKVI
VLKFPVNKAFSLMKYEKKELSQDI IHASLKYH

NTDB id 669334 MPN29 RS05295 WP 038693798.1 MFLDFFLPNRCLKCNLIIPSEEIVCWACKSHINFTYNDFGGKGSFYQKVILKFPVNKAFSLMKYEKKELSQDIIHSLKYH 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus !!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo S IMERVGKVLAHWVSENI
MDLSHYQGIDI LTNS IPLHPSKKQRERGYNQLHLFTKTLSQLQGR I FPYSHHYLLKRNFYSKPQALKQKL

NTDB id 669334 MPN29 RS05295 WP 038693798.1 SIERVGKVLAHWVSENIDLSYQGIDILTSIPLHSKKQRERGYNQLHLFTKTLSQLQGIFYSHHLLKRNFYSKPQALKQKL 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus !*!!!!!!!!!!!!!!*!!!*!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!! !*!!!*!!!!!!!!!!!!!!!!!

logo DREKI
MQNI

MFSVDEKI
VEGKHI LL IDDVYTTGNTMSKAVWELLKGNRDGNQI

VS IVLVLAGI
LDDE

NTDB id 669334 MPN29 RS05295 WP 038693798.1 DREKIQNMFSVDEKVEGKHILLIDDVYTTGNTMSKAVWELLKGRDNQISILVLGLDD 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus !!!!*!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!*!!!**!*
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