
logo MKKQI LFSLF I SFSLGVFLQDLNSEGFLSWQNQLSNI ITATI
TLGAVI SLGL IWVKADWLVVR IR IWLLNI FFLCFGVFTHYLNSEKSVL

NTDB id 669330 MPN29 RS05080 WP 236627899.1 MKKQILFSLFISFSLGVFLQDLSELSWQQSNITTTLGAISLGLIWVKADWLVRIRIWLLNIFFLCFGVFTHYLNSEKSVL 80
NTDB id 1320 RA0C RS04895 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL 80
consensus !!!!!!!!!!!!!!!!!!!!!! !!!* !! !! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSVSKKEELVFKI EQKLNSTAKNKRYE ITAFHYQNQPFLKAVLSVPKDLEELDYKMHYYQSQLSLYPLEPSSKNNYQFDYAKFYQ
NTDB id 669330 MPN29 RS05080 WP 236627899.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFYQNQPLKAVLSVPKDLEELDYMHYYQSQLSLYPLEPSKNNYQFDYAKYQ 160
NTDB id 1320 RA0C RS04895 WP 228481890.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!*!

logo ARKGVYYRAYAKRDLHRKAPKSELTFSEKMKQRWRLEFLLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAEGTNSTNFRRSGLATHI
V

NTDB id 669330 MPN29 RS05080 WP 236627899.1 ARKGVYYRAYAKDLHKAPKSELTFSEKMKQWRLELLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAETNTNFRRSGLTHV 240
NTDB id 1320 RA0C RS04895 WP 228481890.1 ARKGVYYRAYARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI 240
consensus !!!!!!!!!!!*!!*!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!! !*

logo LAI SGSTHIA I I FGVI
VYMLLRSL IVLVPAVKRFR I

TGVI
MLFLSLSVL IWAI FATWF IGWGNSSVVRASC IMLTVYFGFVLLQRKPQVLDASLAL

NTDB id 669330 MPN29 RS05080 WP 236627899.1 LAISGSHIAIIFGVIYMLLSLIVPAKFRTGVILFSLVLIWIFTWFIGWGSSVVRSCIMLTVYFGFVLLQRKPQVLDALAL 320
NTDB id 1320 RA0C RS04895 WP 228481890.1 LAISGTHIAIIFGVVYMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLAL 320
consensus !!!!!*!!!!!!!!*!!!! !**! *!! !!*! !! !!! ! !!!!!! !!!! !!!!!!!!!!!!!!!!!!!!! !!!

logo AGLGI LMVDTQELFSVGFQLSFSAVLGIYWFNKRP I
MIRLFPNPRNKI

TQKLLLYTFTMVSTAAQLGTMPIV IYYFHQYSAWS I
NTDB id 669330 MPN29 RS05080 WP 236627899.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNKPIIRLFPNPRNKTQKLLLYTFTVSTAAQLGTMPIVIYYFHQYSAWSI 400
NTDB id 1320 RA0C RS04895 WP 228481890.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo LANLLVVLPLME IV I I ILSFLMTI IVFGLGIYWNSWLSFTYDWL IKALLWL IGFFGKI EMGYFQDIPLS IWEMGVWAVGLYFLR
NTDB id 669330 MPN29 RS05080 WP 236627899.1 LANLLVLPLMEIVIIISFLMTIIFGLGIYWSWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLR 480
NTDB id 1320 RA0C RS04895 WP 228481890.1 LANLVVLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLR 480
consensus !!!!*!!!!!!!!!!*!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E I L IRFTWRGFMKRLMFSVLLFFGIKMGWLDI
VRAYHDKEAKRWHYHYHRTKVFSVLDKGKVCYFWVASDEKDNLEMTLESNYL IKPYVI

NTDB id 669330 MPN29 RS05080 WP 236627899.1 EILIRFTWRGFMKLMFSVLLFFGIKMGLDVRAYHDKEARWHYHYHTKVFSVLDKGKVYFWVSDKDNLEMLESYLIKPYVI 560
NTDB id 1320 RA0C RS04895 WP 228481890.1 EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI 560
consensus !!!!!!!!!!!!*!!!!!!!!!!!!! !!*!!!!!!!!*!!!!!*!!!!!!!!!!!!*!!! ! !!!! !!! !!!!!!!



logo SKRAESYKVKMMSKEVDEVI FNGKRYLFQ
NTDB id 669330 MPN29 RS05080 WP 236627899.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
NTDB id 1320 RA0C RS04895 WP 228481890.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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