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NTDB id 66932 GM3708 RS11405 WP 066346987.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
consensus * * **** ** **** * ** * *** ** ** *** ** ** **** * ** * *

logo

G
L
L
S
L
MLRASDALRLMYGLTQATVPVIDGSEFMSQTENSTGSQEGKSVETVLVLTSDPRHKKQRSPSEADKI

V
A
D
A
QL ILGNRPAVQRFLMYKLAKSTLRPQRADI

W
R
T
E
E
R
A
V
L
A
F
I
V

E
L
R
S

Q
R
A
F
P
R
Y
D
N
P
Q
Y
K
R
F
G
S
N
P
R
F
LGENQVKL IVAQGSEGHKTYI

V
L
D
S
A
K
R

NTDB id 66932 GM3708 RS11405 WP 066346987.1 ..........MTQTPISSQTQK..........QEK............LK.....TALVS..PDYFNPFGNKLIQSGYIDK 41
NTDB id 1410 SGL RS13950 WP 010873519.1 .................MTSSS..........SSK............KS.....RAVAL..RNYFSPFGNKLVAGGHVDA 34
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 DQLKQALVEVRNQKK..PLVKILEE...........................MTQRALSPELVRQYKKHHLFELKILYGV 92
NTDB id 1410 SGL RS13950 WP 010873519.1 EQLRQALVQVKKTGR..SLPEELKA...........................VTGRELSPELLRQYKKNQLFELKVLYGV 85
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAV.......ATQLGY 390
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSL.......AAQLGY 390
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 DCVDPESEEIASEQMTDLIESVVGIQICRRHKLLPLKRIEEDPPVLLIAMVNPDNLQALDDMKKLLRSKNLG..LQRIVI 170
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRLVV 163
NTDB id 1028 TT RS08215 WP 011173991.1 PYVDPEEDPPDPG.....APLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVA 462
NTDB id 1306 DR RS10060 WP 027479822.1 EFLDPIQNPPDPK.....VALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVM 457
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LVDGDS ILDGMSNLSGLDEDEAEGKTEDEGQEGQVSVDDNQAELLPADSDLPSLNSDVELADNEQASAPAVIQVI EKNQFVLVDKNQSKVI IL
NTDB id 66932 GM3708 RS11405 WP 066346987.1 TEEDYDKLLTKYFEQQQERQKLKEAKEKIQELERLGDVSGLVDDLGSNSLDEAEGEGGDDLASDSEANQAPIIELVNKIL 250
NTDB id 1410 SGL RS13950 WP 010873519.1 TQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGED..KEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1028 TT RS08215 WP 011173991.1 TEAAITKLIERFYGKAELSEIAKEFAKKQA.........................EEEV..PSPLELDESAAQKFVKQVI 515
NTDB id 1306 DR RS10060 WP 027479822.1 AEKDIIRLIERYFGEKGFEKLNKELAERNK.........................TQQSQEADLSVADESAIVQVVDSII 512
consensus ***** *!****** *** ****! ***** **** *** ** * * ** ** ** * *** *****!****

logo

A
I
R
E
KAAFILLQEQDGTASDIHI

VETPRTQQEDNEADNTFLVKQRI
VRFYLR I

KDGAVLNREPQAQYNSFDPSTFLPRKHKGAIAILTNQPQAI
V
I
M
T
V

S
A
V
R
L
V
FKIMAGDEGHMLNDI SAEKRRSVLPQDGKR I

VRFYR I
R
K
E
F
K
Y

G
Q
A
S
G
I
R
K
T
D
L
VDFLR

NTDB id 66932 GM3708 RS11405 WP 066346987.1 IKAIQEGASDIHVEPQEENFRVRLRKDGVLRQYF.TLPKHIIPAVTARFKIMGELDISERRLPQDGKIRRKFQGRTVDFR 329
NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFR 321
NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRPYS.TLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLR 594
NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALREQN.SFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLR 591
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 MNTLPSRYGEKVCLRILDNSATQLGLNFLISDEETLAKVRDIASRPFGLILVTGPTGSGKSTSLYSVLAERNEPGVNIST 409
NTDB id 1410 SGL RS13950 WP 010873519.1 VNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINT 401
NTDB id 1028 TT RS08215 WP 011173991.1 LSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQT 674
NTDB id 1306 DR RS10060 WP 027479822.1 LSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTT 671
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 AEDPIEYALPGITQVQVIREKGMNFASILRAFMRQDPDIILVGETRDAETAKTAIEAALTGHLVLTTLHTNDAAGAIARL 489
NTDB id 1410 SGL RS13950 WP 010873519.1 AEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARL 481
NTDB id 1028 TT RS08215 WP 011173991.1 IEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRL 754
NTDB id 1306 DR RS10060 WP 027479822.1 IEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRL 751
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 DEMGVEPFMISGALLGVLAQRLMRRVCSECKEAYNPTREELARYGLLASNEESVTFYRAKSLKGEELQTASANGTVCMKC 569
NTDB id 1410 SGL RS13950 WP 010873519.1 DEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKC 561
NTDB id 1028 TT RS08215 WP 011173991.1 DEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARL...............YKGMGCERC 819
NTDB id 1306 DR RS10060 WP 027479822.1 EEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANL...............MRGTGCPRC 816
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NTDB id 66932 GM3708 RS11405 WP 066346987.1 GGTGYKGRVGVYEFMVMSERLEKLINQGATTDMIKEAAV.EEGMTTILAYSLNLVRQGHTTLEEVERVTFTDSGLEAELK 648
NTDB id 1410 SGL RS13950 WP 010873519.1 SGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMR 640
NTDB id 1028 TT RS08215 WP 011173991.1 GGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE......... 889
NTDB id 1306 DR RS10060 WP 027479822.1 GGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS......... 887
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AKRKSTASLTVCRSNTCADAELEQQEQWLDCPYCMTPSRFGSEAK
NTDB id 66932 GM3708 RS11405 WP 066346987.1 AKRKTSLVCSNCDAELEQQWLDCPYCMTPRFGEAK 683
NTDB id 1410 SGL RS13950 WP 010873519.1 AKRKSALTCRTCAAELQQEWLDCPYCMTSRFS... 672
NTDB id 1028 TT RS08215 WP 011173991.1 ................................... 889
NTDB id 1306 DR RS10060 WP 027479822.1 ................................... 887
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