logo

NTDB id 669297 MQC90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 669297 MQC90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 669297 MQC90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 669297 MQCO90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 669297 MQC90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 669297 MQC90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 669297 MQCO90 RS14915 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

004398511.
1

004398511.

1

004398511.
1

004398511.

1

004398511.

1

004398511.

1

004398511.

1

A LEEE UL A A A AR YRR A L

MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL
MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEATIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL
N

AR TGO A AL 88 LA D R AR

QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG|
QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG
PELL e rrrrrrrrrrrnt

0 UGEFCL FIVREELEACELYROADIE ) FAOELR LS LTI

LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT
LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT]
PELE e rrrrrrrrrrrrrrrrnt

e L DTLLEAE T DR A, SV T LA ]

CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAITIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT]
CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAITALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT]
N

EREEEHLA R AR SRR LT TR AN

EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD
EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD
PELLE e rrrrrrrrrrrrrrrrrnt

oA VAR S ATt FTER L8R LD LA

EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI

EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI
N

VIENLV S TR DO St LN RS R K

ITVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV
ITVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV
PELE L et

80

160
160

240
240

320
320

400
400

480
480

560
560



logo VEKWANA\.KK WAKD QV\.A YR KA NH.NV \.QD \.N KEKRRE\.KF DWYRT DK

NTDB id 669297 MQC90 RS14915 WP 004398511.1 |ANQARNIR GGV VONNAANNDINA:TC) T YCARNARAAINAIDENN QNN ACHUAAS AN QR RARA )R IATAT [ 640

NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 640
]

consensus . orrrrririiibrrariiiirrrriidiirrrrrriirrrrrrrirrrrr iyt

NTDB id 669297 MQC90 RS14915 WP 004398511.1 JNEINRNHNENEN NN GANEAANININHINNNN GO N NIV AORRN: 1SN NI NN FRARAAARCR QAR IRARGV RN 720
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA I Tiuuuee

consensus e e e e N e

logo RAKKH. \- EEEA\-EV VKNNDAWRQTS\-KNR\-SVQVEE DAH-EA\-QKH- FSVHDAN E T FDF KEEm

\
NTDB id 669297 MQC90 RS14915 WP 004398511.1 YNGR MENee)HNN N IRATCAN QNN WRAANNEEN QNN RSAARAAN A VINY. N0 WOV W RAN G N DA TR DY W MRV e N DN o UG Sy AR ] 798
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrirrrrrrrrr e

logo

X non conserved
B similar
> 507 conserved



