
logo MF
LSFRFLETNSLFIGGRKSSGVGI

LE INTPDEKR I
V
N
T
L
VAQLTKSKQGQQSYKLLRKFYGHHSAIDS IVPEDGI FEEGKQIVDSPAGLAE I

L IDQEQLLKSEANGKIKNPTKQ
NTDB id 66919 GM3708 RS00325 WP 066342875.1 MLSFLENLIGGKSSGVGIEINPDKITLAQLTKKGQQYKLLKYHSIDVPEDIFEEGQIVDSPGLAELIDQLLKEAKIKPKQ 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! ! ! !!!!!!*!! !*** *!!!! !! !!! !*** *!! !!!!! !!!!!*!!!*! !! ! ! *!!

logo VATAVPMKREAS I IR I
M
I
LP I

VPAELDNDENQELRDMVLNHEAASLYLPYPREEVDLDFYQKLGLYFEVDDEDGI EKVQVLLVATRREVTDLSY
NTDB id 66919 GM3708 RS00325 WP 066342875.1 VATAVPMKESIIRIIPIPAELNDQELRDMVLNHEASLYLPYPREEVDLDFQKLGYFVDDDGIEKVQVLLVATRREVTDLY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!!!!!*! !!!**!*!!!! **!!!!!!!!!!! !!!!!!!!!!!!!*!!!! ! !*!!!!!!!!!!!!!!!!!!! !

logo LDETFQQAGLKQVDNVLE INSFAL IMRTIKREQLKRQFGSPSRSEAAVVLVDI EFDSTTE IA I IVDEGVPQFSRTI
VP IGTYQMQNTALASQRASMN

NTDB id 66919 GM3708 RS00325 WP 066342875.1 LETFQQAGLKVNVLEINSFALMRTIKEQLKQFSPSEAVVLVDIEFDTTEIAIIVEGVPQFSRTIPIGTYQMQTALAQSMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !*!!!!!!! ! !!!!!!!!!*!!!*!!!*!! * !! !!!!!!!!*!!!!!!!*!!!!!!!!*!!!!!!!! !! !!

logo LPNPSKRNPTE I
LLQEGI

MTIPNVNTPQEFDQTMTTNTSTSTQSGQTAWI
VNPGMDNASLLMRVLMGELTVDELRRS INFYLNQSEGDELVELVVQLLLAGPGGSGL IT

NTDB id 66919 GM3708 RS00325 WP 066342875.1 LPNSKNTELLQEITIPNNPEQTTTNTTSSQTWINPGMDSLLRVLGELVDELRRSINFYLNQSGDVEVVQLLLAGPGSGLT 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTM...STQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLI 317
consensus !!*!*!*!*!! *!!! * ! ***** ! *!!!! !*!!*!!! !!!!!!!!!!!!!! **!*!!!!!!!!! !!

logo QI
LDEFYFTKQKRLS ILPATMVKQI

VDPFVAEALAS ILDTLTDKDQENFLSDVI
M
E
QRAPGSLAGTVI

LGLGI
MREMAS

NTDB id 66919 GM3708 RS00325 WP 066342875.1 QIDEFFTKKLSLPAMQVDPVAALSLTLKDELSVMQRAGLGTVIGLGMRMS 370
NTDB id 1411 SGL RS10685 WP 010872897.1 QLDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !*!!*!! *!!*! * *!! !! * ! * !* !*!!*!!!*!

X non conserved
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X ≥ 50% conserved


