
logo

MAS
M
R
A
M
G
S
L
VNKVI ILVIGRNLGNQRDPDEMVRTYFMPSNGGDEQAVCATNI

L
V
F
R
T
S
I
VATTSDERSTWRNDRKAMNTGQENQRRKVEAKVRTEWHSNRVIVTLFMF

N
Y
G
R
R
K
Q
LAEVIVAGEQYLKRKGGSKLQVYI

L
V

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 669158 MRB47 RS18985 WP 123675484.1 ..MASVNKVIIVGNLGRDPEMRTFPSGDQVANVRIATTDRWRDKNTGENKEATEWHSVVFNGRLAEIVGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAPYD..........EGYGQ...SQEAYQRPAQ 134
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAPYE..........EGYGQ...SQEAYQRPAQ 134
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG..MN.VPA..............QQGSWGQPQQ 143
NTDB id 669158 MRB47 RS18985 WP 123675484.1 EGSLRTRKWTDQSGQERYTTEIRA....DTMQMLGSRQG...MGGGQGGGYDD.........SGYGDNGGGGGGYEAPRR 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PA...KQHQPM..QQSAPQQYSQPQYNEP.PMDFDDDIPF 177
NTDB id 669158 MRB47 RS18985 WP 123675484.1 AAPAPRPAPPA..ARPAPAPVAQPPRAASGFDDMDDDIPF 180
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQPAQ.........KPAA.....QAEPPMDNFDDDIPF 180
consensus *** * * *** ** ** *****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


