
logo MRTALGLMI
L
M

G
A
F
L
V
A
C
AGCLMLALLQRTFRLPAQLAPSPFLVAGAWQLPLPALALVPGLACLLAVMGALLCLRRLGPYARLPRLVFPRVRHMWAHRAPVVLAAFLAFCLAFLGLFAGVWSADCW

L
F
N
RAHQDQWARSWLDESDGVVRLPAVPADEW

L
E
D

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWE 84
NTDB id 669098 PM1 RS20770 WP 009621396.1 MRTGMMALACGLLLLRFLPQLPPLAALLPLVG......MALLCLY.......RRHHAVALFLLGFAWACLFAHDSWEGRLAPELD 72
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAP......VGLLLLP.......FRWRPLAFFLFGLVWACLNAQWALDDRLPVDLD 72
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NTDB id 1426 RS RS05575 WP 011001070.1 GKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRP 169
NTDB id 669098 PM1 RS20770 WP 009621396.1 GRTLWLEGQVAGLPAAADGIVRFELEDVQA.R.LDLPGRIRVSWYGG....................PEVRAGERWRLAVTLRRP 135
NTDB id 1199 PSJM300 12650 AFN78592.1 GRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRP 136
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NTDB id 1426 RS RS05575 WP 011001070.1 HSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGI 254
NTDB id 669098 PM1 RS20770 WP 009621396.1 HGLANDFGFDYEAWLAADGIGATGSVKDGRRLAEAT............GPMAWREDWKDRLLAVDA.RERNAYLVALVLGDGSGL 207
NTDB id 1199 PSJM300 12650 AFN78592.1 SGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEA.HGRAGAIAALVVGDGSGL 208
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NTDB id 1426 RS RS05575 WP 011001070.1 AQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQ 339
NTDB id 669098 PM1 RS20770 WP 009621396.1 GRDDWDMLQDTGTLHLMVISGSHISLLGGLLYALVA.......GLARLGA..WPARVPWLPCACAAALAGAWGYGWIAGLQVPAL 283
NTDB id 1199 PSJM300 12650 AFN78592.1 STADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVR 284
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NTDB id 1426 RS RS05575 WP 011001070.1 RTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRG 424
NTDB id 669098 PM1 RS20770 WP 009621396.1 RACLMLSMVLLWRLHFRRQGVWLPLLGALLVVLLVDPLVSLTPGFWLSFAAVALLVYGFA.......GRLGRGAG....W...LA 354
NTDB id 1199 PSJM300 12650 AFN78592.1 RACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW....W...RA 355
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NTDB id 1426 RS RS05575 WP 011001070.1 AARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGS 508
NTDB id 669098 PM1 RS20770 WP 009621396.1 WGRAQWLMALGLAPVLLALGLPLSPAGALANLIAVPCVELLVVPLALVGSLLLWLPAVGEGLLWLAGGVLDVLLGLLGRLSLYSP 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 669098 PM1 RS20770 WP 009621396.1 AWHPMAPPAWSIALALFGALLCLAPAGLP...LRPLGLALLLPMFWPHSTTPPHGHAEVRVLDVGQGLSVLIRTRQHTWLYDAGP 521
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 669098 PM1 RS20770 WP 009621396.1 RRGDF.DLGEVAVLPTLRGLGVERLDVLLLSHADNDHAGGARSVSAAMPVTRIISGEPGRL.......PGSLPADPCGN.EAWQL 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 669098 PM1 RS20770 WP 009621396.1 DGVRFSTWQW......PGAMDSNGRSCVLHVEAGGESLLLTGDLPAAGEVAWLAAH..PGLGADWLLAGHHGSRSASSAAFVRQL 674
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQ 846
NTDB id 669098 PM1 RS20770 WP 009621396.1 APRAALVSRSRHNAHGHPSSEVLQRFAEQGTKVHDVAREGALRLLLGQRGTLRGV....RENAGFWREK................ 739
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARRM....RDEPRFWREK................ 741
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