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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 66846 PBDP RS21205 WP 212801281.1 MRTGLVALALGLLAPIFLPALPPLWLIAAMPVVALMALPFRT........YP....LGFFLFGLAWACLSAQFALDDRLSVALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW........RP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 66846 PBDP RS21205 WP 212801281.1 ETRWVEGRVVGLPQQGDGVVRFELADAH.SRRTRLPTTLRLAWFG....................GPPVNSGERWRLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 66846 PBDP RS21205 WP 212801281.1 GLLNPHGFDYSAWLLSRGIGATGTVKDGRLLQ..A............ARGAWRDEVRQALAQVDA.HGRSGALAALVLGDGGGLT 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEA.HGRAGAIAALVVGDGSGLS 209
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NTDB id 66846 PBDP RS21205 WP 212801281.1 REDWQVLQDTGTVHLLVISGQHIGLLAGLVYLLVAG.......AARYGLWP..AGLAWLPWACALAFCAALGYGLLAGFEVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 66846 PBDP RS21205 WP 212801281.1 ACTMIGLVLLWRLRFKQPDPWWAWLLAFAGVLVFDPLANLRPGFWLSFAAVAILMFTFGG.......RL.......GPWRWWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
consensus ***!***!***!!*** * *** ***! **!***!!*! * *!*!!!!*!!!**** *** ** * ******

logo

A
L
T

Y
R
V
AQLWLAMVTAFLVGLCLPALLMTL ILVVLFGQLQPVSVLVSSGAPVLVANALLAI

VPVWVI SFLVVLTVLTVPSLALMLGSTFALLWPEVPLWI
L
S

Q
G
P
E
A
G
VL ILWAILEAAGSGFLALADWVLMLPFEKWGLDLTALAIVLAPGGRWGMQSPVA

NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 66846 PBDP RS21205 WP 212801281.1 TRAQWLVAVGLCPLLLIVGLPVSLSGPLVNLLAVPWISLLVLPSALLGTALLPVPLIGEGLLWIAGGLLDLLFKGLTLVAGRMPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 66846 PBDP RS21205 WP 212801281.1 WVPAAVPNWALGIAVLGAFLLLLPKGVP...LRVLGWPMVLLMVFPPREHLPPGQAEIWQLDVGQGLAVLVRTRRHTLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 66846 PBDP RS21205 WP 212801281.1 FGEA.DVGERVVLPTLRKLGVRGLDLMLLSHADADHAGGAPAVRNGLPTREVISGDPDAL.......PAELLAGPCDSGRRWEWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 66846 PBDP RS21205 WP 212801281.1 GVGFELWRW......ASAVESNQKSCVLLVEAGGERLLLTGDIDIHAERALLDEA..LALPIQWLAAPHHGSRSSSSMALLSRLK 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 66846 PBDP RS21205 WP 212801281.1 PHSVLISRGQGNAFGHPHPQVMARYRRSGLAIYDSAEQGAIRLQLGAF..ELPRTEAGHRRYWRDRPTVGPPGQY........ 748
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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