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NTDB id 668420 MOW14 RS04530 WP 242898200.1 MLAQNKNKTENDMFKIMGAGWILGIACMGKTLWPMLDFPLWLSGLLLIILLLQQ.IAALHWSHLGIQLINTCVAFVITFL 79
NTDB id 1015 ACIAD RS12005 WP 004928865.1 ............MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFG 68
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ............MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFM 68
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ............MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFM 68
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 LGLNFAQNQLQERLIFRELTRQPAEVVVYVQQINQLGSSQLRQPVQVLNRHSQPVQWLALL........PAEQELQLGRY 151
NTDB id 1015 ACIAD RS12005 WP 004928865.1 IGAQYADSALEERLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQY 147
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VGYHYAEKALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHY 148
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VGYHYAEKALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHY 148
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 YRLQGQTLPAHSFAVPGAFDVEQWYLQQNIMSGFQVQSIVELTESELYRLGFGAHLRQHQQLWPQFKLWIETQRLQIRDF 231
NTDB id 1015 ACIAD RS12005 WP 004928865.1 YRITAKTKPIHSYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNY 227
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YRISGKTRPAHSYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQI 228
NTDB id 1083 H0N27 RS04190 WP 168726476.1 YRISGKTRPAHSYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQI 228
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 IQQQALQHPGLILALLTGDKSLLDEATEQQFQRFGMSHLLAISGPHVLIFAAMLCFVLQRLVTRYWPELYAQLPRSYLLL 311
NTDB id 1015 ACIAD RS12005 WP 004928865.1 FIDSSLSHHALLLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVL 307
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LNSSSLQQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIA 308
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LNSSSLQQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMA 308
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 LPFMGCVFVYCAYVGFEIPALRTLLICLVAGACLLLKQPIQPLSLLIGSASLLLLLDPLSVLSAAFWLSYGACFVLLRIY 391
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LPFLMCVILYCAFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIY 387
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VPCCLGVLIYTAFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIY 388
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VPCCLGVLIYTAFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIY 388
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 QTLRQQPVHPQQTLMQKLWQGFRLLFESQWKIFIALFPLMIIFFKQIAWIAPLSNLLAIPWIGLVTVPLDILAGLSFYLA 471
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QDMTQAQQFHQTRFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFI 466
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVI 468
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVV 468
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 EPLSQLLFQLNDLALSLLLGCLQLLDLLFVPQLIPVALSPPMLLSLVLGLMILFLPAGLVPKAWSALCLLPLLFQDQFSR 551
NTDB id 1015 ACIAD RS12005 WP 004928865.1 PSLGNLLFYLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIR 546
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KPFGNMLFHFNDMLLSILLSCLGLLE.KLSLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQ 547
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KPFGNMLFHFNDMLLSILLSCLGLLE.KLSLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQ 547
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 QVELSVLDVGQGQAIFLRYREHSMMIDMGGHYDEQKWSIGRQIIQPFLSVKGVQQLDYLWLTHLDQDHSGAYQTLKPQLQ 631
NTDB id 1015 ACIAD RS12005 WP 004928865.1 PTQISILDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIP 626
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QIQLNILDVGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIP 627
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QIQLNILDVGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIP 627
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 VQQVYANAQLEVHPDSRFDYCRQGQQWQWQPGIQIQVLSPKPEQLNPVEQQKNESSCVLLVEFAQAQPYSRFLLMGDAGW 711
NTDB id 1015 ACIAD RS12005 WP 004928865.1 TRMIQANEE.IKDLSIPFSLCHSGQTWET.SELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGW 704
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VKQLISNEQLPNDLKQPFQYCHQGQQWHY.PELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGW 706
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VKQLISNEQLPNDLKQPFQYCHQGQQWHY.SELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGW 706
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NTDB id 668420 MOW14 RS04530 WP 242898200.1 PTEYQLLQDYPDLKVDVLVLGHHGSRHSSSYQFLKQLEPKLAIASAGLNNRYGHPSTQVKARLNALKIPLWQTAQQGSIQ 791
NTDB id 1015 ACIAD RS12005 WP 004928865.1 ETEYQLLQQYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIH 784
NTDB id 1070 ABD1 RS13145 WP 000472713.1 EAEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLS 786
NTDB id 1083 H0N27 RS04190 WP 168726476.1 EAEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLS 786
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logo FKYVFPLDTEESNGNHNKEILEQVTVLELHFPDRYRHQLMSDYRKVLWLQRSRDGF
NTDB id 668420 MOW14 RS04530 WP 242898200.1 FYPTEN..EVLPYRHMRVWLRRD. 812
NTDB id 1015 ACIAD RS12005 WP 004928865.1 FKFDSGNEQTEFYRQSYKWLQR.. 806
NTDB id 1070 ABD1 RS13145 WP 000472713.1 FVLENHKIVLHDRRLDRLWLSRGF 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 FVLENHKLVLHDRRLDRLWLSRGF 810
consensus !*********** !****!!*!**

X non conserved

X similar

X ≥ 50% conserved


