logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
668394 MOW12 RS11470 WP 005179770.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
668394 MOW12 RS11470 WP 005179770.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

ISASDLHLS G

ISASDLHLS G EPMIRVHG
S

ARFRVNAFNIN&RGIY AVFRTIPSEQVL
ARFRVNAFNIN&RG]§ AVFRTIPSEIVL
ARFRVNAFNQSJRGA AVFRTIPS|® L
ARFRVNAFNQSRGA AVFRTIPS|® L
ARFRVNAFNQWNRGAGAVEFRTIPS|SVLT
ARFRVNAFNQNRGAGAVFRTIPS|QVLT
ARFRVN[JFNQWRGAGAVFRTIPSWVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT

ARFRVNAFNQWRGAGAVFRTIPSIQVLT
[ B R S kkokokk |k Ikl skk  koksk

Dlzel st ikt e

PMIRVEIG
I4 SDLH SAG PPMIRVDG
Il SDLH SAG PPMIRVDG
ASDLHLSAG PPMIRVDG
ASDLHLS G PPMIRVDG
IIASDLHLSAG PPMIRVDG
ASDLHLSAG PPMIRVDG
K MASDLHLSAG PPMIRVDG
K [MASDLHLSAG PPMIRVDG
* 11 ok sk ok ok ok ok ok ok %k ok ok

ST L e AT ST

15
E
E
E
E
E
E
15
E
E

* faviievii=viievii=vli=vii=cli=vli=vli=v}

* | kok

LGLIgNT FK

kokok ok ok Kok ok

DVRR

=R SR

ilehonel IDdReetet bR

ISVABKTA
SPEMTRET

TGEINGQ
GDMEAQ

VLVTGPTGSGKSTTLA M
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAW
VLVTGPTGSGKSTTLAAY
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM

VLVTGPTGSGKSTTLAAM
P NNy

el v Bl vl v B VIRl Vs v I

153
155
156
156
159
155
155
1565
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203

668394 MOW12 RS11470 WP 005179770.1

1019
1307
1116
1086
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203

PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1

668394 MOW12 RS11470 WP 005179770.

1019
1307
1116
1086
1283
1259
1194
1202
1020
1081
1060
1040

consensus

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

Wil

B I B B R |

EDPIEFVH¥K C
EDPIEF Ha)s{elC
EDPIEFVH|N:#X¢C INQREV[ERND Tb)
EDPIEF Hi¥:¥X¢C INQREV[ENND Ty
EDPIEF HIBJKIYS INQREV[ESDTIR
EDPIEFVH@NSKKSLINQRE H[e)5IT]®
EDPIEFVHMNSKKSLINQRE H[epITI®
EDPIEFVH@NSKKCL NQREVH|4DTI®
EDPIEFVH@NSKKCL NQREVH|{DTI®
EDPIEFVHI®SKKCL NQREVHJID TiNe
EDPIEFVHI®SKKCL NQREVHJID TINe
EDPIEFVH¥EKKCLINQREVHJID TiNe
EDPIEFVHMNSKKCLINQREVHJID Tls{e
EDPIEFVHMNSKKCLINQREVHJID Tls{e
EDPIEFVHMNSKKCLINQREVHD Tls{e
* % % % ok X

kkk kkxk ok lkkx|

T % 1 %k

* % |

et BB s huedLpsaL e

INALR ALR

INALESALREDPD
INYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
J9ALRSALREDPD
)3ALRSALREDPD
IMIALRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD
MALRSALREDPD

Tlekk L Lexl 1xll

TIORLDAF e e L &AVI;Q:L; g

Y

IL GEMREMIEN
ILVGEMRDMETI
ILVGEMRDIJETI
ILVGEMRDIZETTI
ILVGEMRDI®ET I
ILVGEMRDI®ET I
ILVGEMRDIMET I
ILVGEMRDMETI
ILVGEMRDIRET I
ILVGEMRDIMET I
ILVGEMRD®ETI
ILVGEMRDIRET I
Plklk 1%

AN

PTIDENSIHREVAT D
PTHD[¢Q S|HREVAVID
PRADEQENAYLIAY 8N

IEDIGNGRVA “BIET
BINEGRVAAIRE T
BUCEGRVAARET
IGEGRVAABIET

TIDR IDVFPAEEKMMVREIMLSESL[NAVISQEN
TIDR IDVFPAEEKMMVREIMLSESLNAVISQEN

IDVFPAEEKIMVREIMLSESL[NAVISQpy
sk ok ok |okok ok ok ok

| % % % I %

BccrvAAfET

B H H HHH H

*  Dskkkox * %k %

AIR

EVA

AT L L

DMA FSIAETGHLVEF T L HEWIANA
DMALINJAETGHLVE | T L HEWI AN
J\A TAAETGHLVEIGTLHTIYS Al
HLALTAAETGHLVFGTLHTTGAAK
GLALTAAETGHLVFEFGTLHTGAEIK
LA TAAETGHLVFGTLHTRS ANK
LA TAAETGHLVFGTLHTRNIS Ap¥K
LALTAAETGHLVFGTLHTpNS AEK
LALTAAETGHLVFGTLHTNS AEK
LALTAAETGHLVEFGTLHTpNS AEIK
LALTAAETGHLVFGTLHTNS AEK
LALTAAETGHLVEFGTLHTNS AEIK
LALTAAETGHLVFGTLHTNS AEK

|

REH Ihﬂlgl Agh Q

I NPA RNLIREW
(GNEA TRNL IREIN
(OINEA TRNLIREIN
BWPAIRNLIREM
BWPAIRNLIREM
IIPATRNLIRE[Y
JIIPATRNLIREN
INPATRNLIREN
IIPATRNLIREN

k% b Ik kkx k% % skxk (S

233
235
236
236
239
235
235
235
235
235
235
235
235
235
235

313
315
316
316
319
315
315
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203

668394 MOW12 RS11470 WP 005179770.1

1019
1307
1116
1086
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203

PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1

668394 MOW12 RS11470 WP 005179770.

1019
1307
1116
1086
1283
1259
1194
1202
1020
1081
1060
1040

consensus

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

S

* k% | *

1 e

1

X non conserved
B similar
>50% conserved

YKAKQESS|YKDIALKHIAD S
YDHQHpSS]Y ADPALKHJAD S
FREHENSEYDKELERID

368
381
372
383
418
347
347
344
344
344
344
344
345
345
345

AEE'%AEEAéS%EéEEEQLKL\EEApv srsloes vEay TED = RaF=

IR TEESAN = s AR T S

NDLRLQIKLSEEGG..ER.L...... MHATS. .NITFDGQ.............
NNLRLQIKLSEEAN. .KP.LDNRERMSEMER. .KMTFDGQRRNLK........

KEJARLANDAS . AGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT

368
381
372
383
398
347
347
344
344
344
344
344
345
345
345



