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VERDSKSAENKLINRQAAVHLRAALVLESNAQRHFMEQRKFYAQLKQKNGRSFKKLQTST
NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 MYLKAFDRKWDRATVQRGYSLIQLLVVMLLVSILATAAFTVYRESVRSANLRAAHAALLENARFMEQFYAKKGSFKLTST 80
NTDB id 668364 MON37 RS10225 WP 039410813.1 ..........MNKENCKGYSLTQLIFVIAIIGILTSIAYPSYQKYIRDSEIRQALAALVESAQFMERFYQQNGSFKKTST 70
NTDB id 1085 NMV RS10945 WP 002218144.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST 68
NTDB id 1117 NGFG RS06520 WP 002214937.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST 68
consensus *****!**!* !**!******!*** ***!**** **** * *!!!*!*!*!!!*!!***! !!*!!!

logo

A
KWPDESLPNVI SKRSELAGENGFC IYRMPLHSNGLQIAKRGI

ALEDGSKFMTLKAVAI
LDRKENDAKENPFR I

V
L
I
R
K
I
L
MNENSLTVATVFVICEGKSKMTSKGKAGSSCDTSDVGKEKLENDI

YFRSKGANDAKEND
NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 KWPELPVK.EAGGFCIRMSGQAKGILEGKFTLKAVALDREAEPRVLRLNESLTAVVCGKMKGKGSCTDG.EEIFRGNDAE 158
NTDB id 668364 MON37 RS10225 WP 039410813.1 AWPDLPNSRSLENFCIYPHGLARGALDGKFTLKAVALDKNKEPRVIKINESLTTFICEST..ASSCDDVKKNYFSGADKN 148
NTDB id 1085 NMV RS10945 WP 002218144.1 KWPSLPIK.EAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKKS..ASSCSDG.LDYFKGNDKD 144
NTDB id 1117 NGFG RS06520 WP 002214937.1 KWPSLPIK.EAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKKS..ASSCSDG.LDYFKGNDKD 144
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NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 CRPFTG 164
NTDB id 668364 MON37 RS10225 WP 039410813.1 CSVYRL 154
NTDB id 1085 NMV RS10945 WP 002218144.1 CKLFK. 149
NTDB id 1117 NGFG RS06520 WP 002214937.1 CKLLK. 149
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