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NTDB id 668350 MON37 RS05640 WP 039405035.1 MRRPITLNHPAKASAQKGFALFIVLMIMIVIALLVVTATQSYNTEQRISTNDADHKFATTLAEAALREGENNIYEIED.. 78
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!** !! *** *!*! !!!!!!!*!!!*! !!!!! !!!!!!!!!! !* !*! ! *!!!!!!!!!! ** **! **
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NTDB id 668350 MON37 RS05640 WP 039405035.1 .GDYPFTDDCISISKTKKDKKNGLCKAAQVNAGS..YSTSAGTITVSGTSKDEAWIREDGCI.DTHNKAKTKCIDVNGMQ 154
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENC..........EKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKR..SCPAKSGKNSTGLCIDNQGVE 148
consensus * *!** !********** !!! ! *! ** ! ! ! !!* !! !** !** ** !!! *!*

logo YEPGKGKNTGSGNAVASKDMAPRYI I EYLGSETKNSTDNNQRNTIYRVTAKAWGKNAENTVVI
VLQSYVAGNENDEQ

NTDB id 668350 MON37 RS05640 WP 039405035.1 YPGKNSGAAKDARYIIEYLSTNSTDNRTIYRVTAKAWGKNENTVVILQSYVANE... 208
NTDB id 1139 NGFG RS02435 WP 003687918.1 YEKGTGNVSKMPRYIIEYLGEK..NNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !* ! *!!!!!!! ** ! !!!!!!!!!!!! !!!!*!!!!!*! ***
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