
logo MFYLYQSNRLESLAALFAGR IQKRVKRPLEKCSALAQAPEQIVVQSQGMRRYLNSTVCYLARDELGVAANLAQFSLPAGLTWKQLMKQKL IPDGI
NTDB id 668342 MON37 RS02910 WP 039407933.1 MFYLYQSNRLESLAALFAGIQRVRPLESALAAEQIVVQSQGMRRYLSVYLARELGVAANLQFSLPAGLTWQLMQKLIPDI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!!!!!!!!!!!!! !!*!*!! *!! *!!!!!!!!!!!!!! *!!!*!!!!!!! !!!!!!!!! !! !!!! !

logo PAELSPFASPEVMRWRLLDLFRSAEERFQNTAGASEFEDNVRNSVLQDSYLGSGESADYQLAGQLADI FDQYLVYRPQWIDAWQEQGKR I
LLG

NTDB id 668342 MON37 RS02910 WP 039407933.1 PALSPFSPEVMRWRLLDLFRSERFQTASEFENVRSVLQSYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQEGKLLG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! !!!! !!!!!!!!!!!!!! !! * !!! !! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !**!!

logo LGDDE I
VWQASKQLWRYLDDGNRQSAPHRVALWEKLLASASLDKADHKLPERFYFVFGI STMAPMYLQLLHQKI

LSEHCDVFVFALNPSGMQ
NTDB id 668342 MON37 RS02910 WP 039407933.1 LGDDEVWQAQLWRYLDDGNQSAPHRVALWEKLLSSLDKAHLPERFFVFGISTMAPMYLQLLQKISEHCDVFVFALNPSGQ 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!!!!*!! !!!!!!!! !!!!!!!!!!!!!! !!! *!!!!*!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!

logo

H
YWGNVI EAAQI

LLKGGDGDAPDLSTQATGHPLLASLGKQGRDFFDFLNTE I
M
E
G
I
LEEEQTPVFEEGVGSDRDTLLHACLQNTDIQNLKRMPSYEHGNQV

NTDB id 668342 MON37 RS02910 WP 039407933.1 YWGNVIEAAQLLKGGDDADLSQTGHPLLASLGKQGRDFFDFLTEIGLE.EQPVFEEVSDDTLLHCLQNDIQNLRMPYHGQ 319
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
consensus *!!!!!!!!!*!!!! !*!!*! !!!!!!!!!!!!!!!!!!! !* *!*! !!!!! !!!!!*!! !!!!!*!! *

logo

A
G
S
T
HSEHSRAD

V
G
L
L
T
D
GDGS ICR IVSAHSPLRELQI LKDKLLKR I LHEHPDWQPHDIAVLTPNI EPYSTPF I EAVFGQAQGPGAQALP

NTDB id 668342 MON37 RS02910 WP 039407933.1 ATHSEHSRADLLGDGSIRIVSAHSPLRELQILKDKLLRILHEHPDWQPHDIAVLTPNIEPYSPFIEAVFGQAQGGAQALP 399
NTDB id 1133 OK783 RS06970 WP 010951252.1 GS.......VGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALP 393
consensus ********* !!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!

logo YSVSDVKI
LSRRQPFLFLYALECQTVLSDLLESRFEVDGKVLAPLLESTAGLPVLRRFGLTAGDDLPLLHDMTI

VADELNVHWGLDGETMRGAGATDNQ
NTDB id 668342 MON37 RS02910 WP 039407933.1 YSVSDVKLSRRQPLLYALEQTLDLLESRFEVDKVLPLLESGLVLRRFGLTADDLPLLHDTIAELNVHWGLDGTMRGAADN 479
NTDB id 1133 OK783 RS06970 WP 010951252.1 YSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQ 473
consensus !!!!!!!*!!!!! !!!!* !!!!!!!!! !!!*!!!***!!!!!!!!*!!!!!!!! *!*!!!!!!!!! !!!* !*

logo LFTWKQQAALDER I
M
I
VLGWMLPDEDGGNSPLMWQDNVSAWHYAGDVNQRLTADMVFGRFAAF ILERTLSDS IAAREIWRKQPAATAVEGEWTVAERCRDLLVEQSTLFLQ

NTDB id 668342 MON37 RS02910 WP 039407933.1 LFTWQQALERIVLGWMLPDDGSPLWQNVSAWHGDVNRLDVFGRFAAFIRTLSSIAAEWRKPAAAEEWTERCRDLVQSLFL 559
NTDB id 1133 OK783 RS06970 WP 010951252.1 LFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQ 553
consensus !!!! !! *!**!!!!!!* ! !*!! !!!!**!!! *!!!!!!!* !!! !! !! !! !! !!!!!* *!!



logo

A
P
D
G
A
PDDQKYALVQNQFLENQAELWAVKWQEESTATLAGFFRGQTLPQHQTVIRHIRRFLDGSESEQAGFLRGGITFCSMVPMRSLPFKVICLLGLN

NTDB id 668342 MON37 RS02910 WP 039407933.1 PDADDQYALQQFEQALAKWQEETALAGFRGTLPQHTVIRHIRRFLGSESQAGFLRGGITFCSMVPMRSLPFKVICLLGLN 639
NTDB id 1133 OK783 RS06970 WP 010951252.1 AGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLN 633
consensus * *!!! !*!* !* !!!!!* !!!! ! !!!*!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGDFPRNTKAAVFDL IVAKHPAQKGDRARRDDDRYLFLEAI
L I SARDE I LYLSYI

VGRDS IRKNDDEELAPSSASLLVGSEL IDTI
VAAMTGRT

NTDB id 668342 MON37 RS02910 WP 039407933.1 DGDFPRNTKAAVFDLIAKHPQKGDRARRDDDRYLFLEAIISARDILYLSYVGRSIRNDDELAPSALVSELIDTIAAMTGR 719
NTDB id 1133 OK783 RS06970 WP 010951252.1 DGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGT 713
consensus !!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!! !! !*!!!*! !* !!!!!*!!!!!

logo

N
RSKREQLAEQHNWI

VEQHPLQAPFSHRRYF IQAEDGGKI
RSDDGI

LFGSTRQTDYAADALGNQRPTPREPQAPQRPFFDSEQAPLVEENANESPAVAPETI
V
G
WQDDEF IRFWKRNPV

NTDB id 668342 MON37 RS02910 WP 039407933.1 RSKELAEHWVEQHPLQPFSHRYFIADKISDDLFSTRQDYADALNRPREQARPFFSEALEENSPAPTVWQDDFIRFWKNPV 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 NSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPV 793
consensus !* !! *!*!!!!!!*!!*!!! !! *! !! !!! !! **!** !!! **! ! * * !!*!!!!!*!!!

logo KAVWLQQTLAGWRSEPHYI
R
D
GEAWEPSAEPFEPQHRADEKQIAAEATYI

L
D
GARREHGNQDFQSEQTAAVR I

L
A
DAESLLPASGELGKLWQQNSFQATAAKQRI

NTDB id 668342 MON37 RS02910 WP 039407933.1 KAWLQQTLGWREPYRDEAWESAEPFEPQRADKIAAAYLDARRHNQDFQETAVRLDAESLLPAGELGKLWQQNFQAAAKRI 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 KVWLQQ.LAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQI 872
consensus ! !!!!*!*! !!* !!!!*!!!!!!!*!* !! !* !!!* !!! !! !* !!!!!! !!!!!!!!! !! !!! !

logo DGTALVLNQSPKLPPFAPYAE IPQFSDGQI
TLKQGSLGNLYQRCGQVFYALDYGRKPNAPQRI

VAFLLLEHL I FCAVGMPSSEATETRQTFHIVQPSEGET
NTDB id 668342 MON37 RS02910 WP 039407933.1 DGALLQSPKLPPFAYEIQFDGQTLQGSLGNLYQCGQVFYLDRKPNAPQRIALLLEHLIFCAVGSSETETRQTHIVQPEET 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 DTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGET 952
consensus ! !*!*!!!!!!!*! !* !!! ! !!!!!!! !!!!!! !!!!!!!*! !!!!!!!!!! *!! !!!!!*!!!* !!

logo

E
T
L
V
L
Y
A
PE IAPQSDNHRALQQLMLQSEKWLMATFFNI

LGQNTRPLPFFAKTNSLAAAEAFYAGKQKQDNWEADALKNKAKQETANYHYGNSKVSKGQKDYTEVALVF
NTDB id 668342 MON37 RS02910 WP 039407933.1 TLYPEIPSNHAQQMLQKWLTFFNLGQTRPLPFFAKTNLAAAEAYGKKQNWEDALNKAKENYHGNKVSKGQKDYTEVALVF 1039
NTDB id 1133 OK783 RS06970 WP 010951252.1 EVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVALVF 1032
consensus * *!!* *! !*! !* !!!*!! !!!!!!!!! !!!!!!** !! !! !! !! !*! !!!!!!!!!!!!!!!!

logo GNAEDSQTENPLVEGQAPLFEQNRLAVERELLALDIPTLALADAEVKEREGSSTDGAAT
NTDB id 668342 MON37 RS02910 WP 039407933.1 GNEDTEPVEGALFQRLVEELLIPLLDAVKEESSDAT 1075
NTDB id 1133 OK783 RS06970 WP 010951252.1 GNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !! !*! *!! ! ! *! ! ! ! * !



X non conserved

X similar

X ≥ 50% conserved


