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NTDB id 668334 MON37 RS01100 WP 039408916.1 MKTKNMTKLFAGISV.IAAAQIALAGNITDINVSTLPDSQKIIKIRFDRDVISPSGFVTSTPSRIALDFAKTNIQLAQPV 79
NTDB id 1115 OK783 RS00485 WP 003698035.1 .MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQV 79
NTDB id 1100 NMB RS09455 WP 002225652.1 .MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQV 79
NTDB id 1092 CAD91899.1 1..2286( ) .MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQV 79
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NTDB id 668334 MON37 RS01100 WP 039408916.1 LEYADPLLNQITAAQNNDRSRIVLGLNKAAQYNTEVHGNEVWVFVTESSDRTITSAAISNNGN....AHQ.......... 145
NTDB id 1115 OK783 RS00485 WP 003698035.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA........ 151
NTDB id 1100 NMB RS09455 WP 002225652.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
NTDB id 1092 CAD91899.1 1..2286( ) LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
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NTDB id 668334 MON37 RS01100 WP 039408916.1 ..................................K..................VSSSETVKQTVNSANIDFRRGAHNSGI 173
NTDB id 1115 OK783 RS00485 WP 003698035.1 ..............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGI 193
NTDB id 1100 NMB RS09455 WP 002225652.1 VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGI 239
NTDB id 1092 CAD91899.1 1..2286( ) VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGI 231
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NTDB id 668334 MON37 RS01100 WP 039408916.1 VELNAPDFTGKPEVKQQRDRVIITLKNYPLPTQAQRSLDVADFSTPVKNITLKRIGNDAQLIIRNNGNWDFNTK.AANGQ 252
NTDB id 1115 OK783 RS00485 WP 003698035.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGY 273
NTDB id 1100 NMB RS09455 WP 002225652.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGY 319
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NTDB id 1100 NMB RS09455 WP 002225652.1 FTFQVLPKKQNLESGGVNNAP.KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLV 398
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NTDB id 668334 MON37 RS01100 WP 039408916.1 MQARNLDMRRQGNIINIAPRDELLAKDKAFLQAEKEIAELGPLYSQTFQLKYKNVEEFRKILRLDDNNSGNSNGRNTLLS 412
NTDB id 1115 OK783 RS00485 WP 003698035.1 MQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNAD..TTGNRNTLVS 430
NTDB id 1100 NMB RS09455 WP 002225652.1 MQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNAD..TTGNRNTLIS 476
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NTDB id 668334 MON37 RS01100 WP 039408916.1 GRGSALIDPATNTLIITDNRNVVEKFRKLIEELDVPTRQVMVEARIVEAKDGFSRDLGVKFGVAGSKGRNAWGNSWSNAQ 492
NTDB id 1115 OK783 RS00485 WP 003698035.1 GRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAF.... 506
NTDB id 1100 NMB RS09455 WP 002225652.1 GRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF.... 552
NTDB id 1092 CAD91899.1 1..2286( ) GRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF.... 544
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NTDB id 668334 MON37 RS01100 WP 039408916.1 DNHNTNSAVLRGDANYRTWSLQPNISLPAAAATNNIALVRALSSGALGLEISASEATGKSKTISNPRVLTQDRREATIES 572
NTDB id 1115 OK783 RS00485 WP 003698035.1 .....GWGVNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIES 581
NTDB id 1100 NMB RS09455 WP 002225652.1 .....GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIES 627
NTDB id 1092 CAD91899.1 1..2286( ) .....GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIES 619
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NTDB id 668334 MON37 RS01100 WP 039408916.1 GTEIPYQEASSSG...ATSVSFKKAVLGLTVTPNVTPDGQVIMTVKITKDTPQDCTVDSLITKCIQTKNLNTQAMVEDGG 649
NTDB id 1115 OK783 RS00485 WP 003698035.1 GYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGG 661
NTDB id 1100 NMB RS09455 WP 002225652.1 GYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGG 707
NTDB id 1092 CAD91899.1 1..2286( ) GYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGG 699
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NTDB id 668334 MON37 RS01100 WP 039408916.1 TLIVGGIYEEDNSDTINKVPLLGDLPVVGNLFKSRAKKEERRELLVFITPRIMDGVGSNLRY. 711
NTDB id 1115 OK783 RS00485 WP 003698035.1 TLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1100 NMB RS09455 WP 002225652.1 TLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
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