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NTDB id 668332 MON37 RS01085 WP 039408907.1 MTELIKINLLPYREEIKQRKRQQFKILMLSSLLIGVGLSAIAYLAINNAISDQESRNAFLEAEITKLDNDLGEIKKLQQE 80
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQE 80
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NTDB id 668332 MON37 RS01085 WP 039408907.1 KENFLAKKQKVEELQEKRSQAAYIIDSLNVVIPDNTYITSLDAENPTSYKITGRAISDNKIAMFMRSLPSTGIFTQPELL 160
NTDB id 1093 KZH42 RS10320 WP 002214520.1 KDAFLIKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
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NTDB id 668332 MON37 RS01085 WP 039408907.1 EIKKIDNYQEFNIKSMIGSASIPVKSERETINDDPTKEQNGEEK 204
NTDB id 1093 KZH42 RS10320 WP 002214520.1 SIKKNNSHQEFTLQATLQPIVKAAESKENPASGN.AQEAN.... 199
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X non conserved

X similar

X ≥ 50% conserved


