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MKLKUSLALpY IRNLLALAACSYSN TSVPADSA[] S AJJAAPARLNEG NYTVLSTPIPQQQAGK EVLEFFGYFCPHCA
MKLKALI L AALLALEACDNKVQTSVPADSAPAASAASAAPM LVEG NYTELSTPIPQQQAGKVEVLEFFGYFCPHCA
MKN BILALCMNMAATIJALAACDEKVQTSVPADSAPAASAARAAPA LVEGENYTVL IPIPQQQAGKVEVLEFFGYFCPHCA
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|
HLEPVLS|QH KTFKDDTY RJJEHVVWGDEMKPLARLAAAV MA RRMSIDINANSHIFDAMVNQKIRLEDDE TLKKWLEEQT
HLEPVLSKH KTFKDDTYLRTEHVVWGDEMKPLARLAAAVDMA[AD KD ANSHIFDAMVNQK KLQDPETLKKWL EQT
HLEPVLSKHJN\K FKDDWIYLRTEHVVW[NSEMIMYLARLAAAVDMA AD KD ANSHIFDAMVNQKIKLQ PEWLKKWL EQT|
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AFD KKV{AAXEQ ESQTRAQQ EE{T@KYQ S T TV V KYQVEF&D K K
AFDGKKVLAA E PESQARAPMIBELTNISFQINGTPTVIVGGKYRVEFIADW SGMENT IDRLYUDKVREEQKISEQ 231
AFDGKKVLAAYESPESQERADKMAELTNT KIDGTPTVIVGGKYKVEFADWESGMKTIDLLAD VREEQKJ§A|S 232
AFDGKKVLAAYESPESQARADKMMNELTIATFQIDGTPTVIVGGKYKVEFADWESGMINTIDLLADKVREEQKREIAQ 232
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X non conserved
B similar
>50% conserved
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