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NTDB id 668321 MON40 RS11810 WP 003765902.1 MKNTILLVGVLSLAACSPTHDDLNMWIKQTQDEAKVKVTPFQAPTITPPVAYTPPAYNGLNAFDYRRLENAPKGNNAPNL 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!* !!* ! ! !!!* **!!! !* !! !!! * !!!!!!***** !*!! !*!!!!*!!*! *!! !!!
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NTDB id 668321 MON40 RS11810 WP 003765902.1 NRQKETLEAFSLENMRYVGILRGNNKTSGFIDVNGHVYTVMPGNYIGQNYGKIQTITEDKITLTELIEDSSGNWIYRKAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus ! !!!!! !!!!!!!!!!!!* *! !!!!* !*!!!! *!!!*!!!!!*! *!!*! ! ! !!!!!!*!!!* !!!!

logo LLPLNSSTQSDSDKENGTESQSAGAASPTAAEESQRNSESAAIPN
NTDB id 668321 MON40 RS11810 WP 003765902.1 LPLSTQSDEGSSGASTAESRSESAAIPN 188
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAPAAEQN....... 181
consensus !*! * *! *! *******
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