
logo MKNTKHLMTTKKI FI FSAGSL IFGVVAATMAAVFQTAFSAGNITDINKVSTSLPDNSKQKI IVKI
V
R
SFDRKDEVITVSNPSTGFVTSASPAR IALDFAENQTTGIRSLMPDQSQVL

NTDB id 668320 MON40 RS11805 WP 003776207.1 MKTKHMTKFFASIGVAMAVQTAFAGNITDINVSTLPDSQKIIKIRFDRDVTSPSGFVTSAPARIALDFANTTIRLPQSVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
consensus !*!!*************!*!!!*!!!!!!!*!!*!!**!!!*!**!!*****!*!!!!!*!!!!!!!!**!*!***!*!!

logo EYADPLLNSQKITSAAQNNSDSRSAR I
LVLGNLNKTPAGQYNTE I

V
H
RGNEKVWVI FVI SNESADDRTNVSAMPSAVRSPNANVKAAPAAPSAMKQQAAAPSTKSAV

NTDB id 668320 MON40 RS11805 WP 003776207.1 EYADPLLNQITAAQNNDRSRIVLGLNKTAQYNTEIHGNEVWVFVSESADRNSAMSVSNNK.....PSMQ........... 144
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
consensus !!!!!!!**!*!!!!**!*!*!!*!!!**!!!!!**!!*!!*!**!!*!**!!******!*****!**!***********

logo

SVSEPFTPAKQQAAAPFTDESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAVAPPASKEQKQAKAQASVPANKSQATNIDFRKGDSGRKNSAGVIVI
NTDB id 668320 MON40 RS11805 WP 003776207.1 ..................DS................................V.PSEKAKQVANSANIDFRKGSRNSGVV 173
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
consensus *******************!********************** * **********!***!!!!!!***!*!**

logo ELSAVAPLTGFTAGQPDIKSQQRHDRHVI I IVTLKNYHPTLPTAQTTLQRSLDVGADFNKTPVKQNKI
VTLKR I

L
G
NNDTQL I IRTNTSTAAGNWEVLRVTNKPSAAAPGHYF

NTDB id 668320 MON40 RS11805 WP 003776207.1 ELSVPTFTGQPDIKQQRDRVIITLKNYPLPTQTQRSLDVGDFNTPVKNITLKRIGNDTQLIIRNSANWEVRTKP.AAGHF 252
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
consensus !!****!*!!!!!*!!*!**!*!!!!**!!!**!!!!!!*!!*!!!***!!!!**!!!!!!!****!!!***!**!*!*!

logo TFEQI
VLPKAKAQDNTLESRGGLVNGGNANPKSTFNTGRKI SLDFQDVEVIRTI LQI LAKESGVMNIVASDTSVSNGKMTLSLKDVPWDQALDLV

NTDB id 668320 MON40 RS11805 WP 003776207.1 TFEILPKAADTESRGLNGGNANKSFNGRKISLDFQDVEVRTILQILAKESGVNIVASDTVNGKMTLSLKDVPWDQALDLV 332
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLESGGVN..NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLV 352
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGGVN..NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLV 398
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLESGGVN..NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLV 390
consensus !!**!!!****!!*!*! !!*!*!*!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!*!*!!!!!!!!!!!!!!!!!!!

logo MQARNLDMRRQQGNI IVNIAPRDELLAKDKALFLQAEKEDIAEDLGPALYSQTNFQLKYKNVEEFRKS I LARLEDDNNAGDSSNTSTNGGNRNTL ILVS
NTDB id 668320 MON40 RS11805 WP 003776207.1 MQARNLDMRRQGNIINIAPRDELLAKDKAFLQAEKEIAELGPLYSQTFQLKYKNVEEFRKILRLEDNGSSNSNGRNTLLS 412
NTDB id 1115 OK783 RS00485 WP 003698035.1 MQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNAD..TTGNRNTLVS 430
NTDB id 1100 NMB RS09455 WP 002225652.1 MQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNAD..TTGNRNTLIS 476
NTDB id 1092 CAD91899.1 1..2286( ) MQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNAD..TTGNRNTLVS 468
consensus !!!!!!!!!*!!!!*!!!!!!!!!!!!!!*!!!!!*!!*!!*!!!!*!!!!!!!!!!!!*!!*!**** ****!!!!*!



logo GRGSAVL IDPATNTL IVTDNTRNSVI EKFRKL IDELDVPTARQQVMVI EAR IVEAKADGFSRDLGVKFGAATGARKRKGKRLNKSNEWDGTSANFDGWSGA
NTDB id 668320 MON40 RS11805 WP 003776207.1 GRGSALIDPATNTLIVTDNRNVIEKFRKLIDELDVPTRQVMVEARIVEAKDGFSRDLGVKFGAAGARGRNSWG..NDWSA 490
NTDB id 1115 OK783 RS00485 WP 003698035.1 GRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWG. 509
NTDB id 1100 NMB RS09455 WP 002225652.1 GRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWG. 555
NTDB id 1092 CAD91899.1 1..2286( ) GRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWG. 547
consensus !!!!*!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!**!!!*!!!!!!!*!!!!!!!!!!!!!*!************!*

logo

AQNNHNTNASVFNRSGEFSGAGGYDPDTKWESGLAEQPTNKVI SNLPAVIATAATANS IASLVRALI SSGALGNLE I
LSASEASTLGSKPSTKTI

L
S
ANPRVLTQDNRRKEATKI

NTDB id 668320 MON40 RS11805 WP 003776207.1 AQNNHNTNASVFRGESAYPTWSLQPNVSLPATAATNSIALVRALSSGALGLEISASEATGKSKTISNPRVLTQDRREATI 570
NTDB id 1115 OK783 RS00485 WP 003698035.1 ..........VNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKI 579
NTDB id 1100 NMB RS09455 WP 002225652.1 ..........VNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKI 625
NTDB id 1092 CAD91899.1 1..2286( ) ..........VNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKI 617
consensus !**!******!** ****!!**!!*!!!*!!!!*!!!!!*!!*!!!!***!*!!**!!!!!!!*!*!!*!

logo ESGTYE IPYFQTEVATTSASIASGNGGNSASTSNVTSEFLKKAVLGLTVTPNVITPDGQI IMTVKITNKDTSPVADQCTAVSDGSNLNQI
T
T
I
K
LC IQSTKSNLNTQAMVEDN

NTDB id 668320 MON40 RS11805 WP 003776207.1 ESGTEIPYQEASSSG...ATSVSFKKAVLGLTVTPNVTPDGQIIMTVKITKDTPVDCTVDSLITKCIQTKNLNTQAMVED 647
NTDB id 1115 OK783 RS00485 WP 003698035.1 ESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVEN 659
NTDB id 1100 NMB RS09455 WP 002225652.1 ESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVEN 705
NTDB id 1092 CAD91899.1 1..2286( ) ESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVEN 697
consensus !!!*!!!****** ****!****!!!!!!!!!!!!*!!!!!!!!!!!!*!!*!**!********!!*!!*!!!!!!!!*

<0

logo GGTL IVGGIYEENDNSGDNTI
L
N
TKVPLLGDIPVVIGNLFKSTRAGKKETEDRRELL I F ITPR I IMDGGTVAGSNNSLRYO

NTDB id 668320 MON40 RS11805 WP 003776207.1 GGTLIVGGIYEEDNSDTINKVPLLGDIPVVGNLFKSRAKKEERRELLIFITPRIMDGVGSNLRY. 711
NTDB id 1115 OK783 RS00485 WP 003698035.1 GGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1100 NMB RS09455 WP 002225652.1 GGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
NTDB id 1092 CAD91899.1 1..2286( ) GGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
consensus !!!!!!!!!!!!*!**!**!!!!!!!!!!*!!!!!*!*!!**!!!!!!!!!!!!* **!**!!!

X non conserved

X similar

X ≥ 50% conserved


