
logo

MPA
M
N
SAPS IPRAFDPLSTAIP IASGTNL I EASAGTGKTYGIAALFTRL IVVLEQKMPSVERS IVLTVVTFTKAATAELKTRLRARLDDEVLQAV

NTDB id 668314 MON40 RS08935 WP 003777749.1 MPANASIPAFDPLSIPIAGTNLIEASAGTGKTYGIAALFTRLVVLEQMPVESILTVTFTKAATAELKTRLRARLDEVLQA 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 ..MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQV 78
consensus ** !*!*!!!!!* !! !!!!!!!!!!!!!!!!!!!!!!!!*!!!! *!! *! !!!!!!!!!!!!!!!!!!!!*!!!

logo LESKVE IAELD
G
D
TDNTLSDDGI

L
A
EAYCARDEHNHEPGDTVFLPTAGLLEKQALAQKQESRATRL IVRLKAAIGQFDNAAIYTIHGFCQR I LRDYAF

NTDB id 668314 MON40 RS08935 WP 003777749.1 LESVE....DTDNLSDDLEAYCRDNHPGDVFLTGLLKQALAQESRARLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAF 156
NTDB id 1132 OK783 RS01905 WP 010951035.1 LESKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAF 158
consensus !!! !**** ! !!! * !!! **!*!! !!**!! !!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LCQRAVPFMDVELTEDEDNGRDRLL IVPAQDFWRDER I
V
S
V
G
N
D
HPVLAAKLAVFKQRKRAQTVPQTMVLAAQIQRAKFYLVSRPYLNVFRRPEQADL IKAQAQERDNAFER

NTDB id 668314 MON40 RS08935 WP 003777749.1 LCRVPMDVELTEDNRDRLLIPAQDFWRDRIVNHPVLAKLVFQRRQTPQTMLAAIQKFVSRPYLVFRRPEADLIAAQENFR 236
NTDB id 1132 OK783 RS01905 WP 010951035.1 LCQAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAE 238
consensus !! ! !!!!!!* !!!!*!!!!!!!*!* *!!!! ! ! !* !!!*!! ! **!!!!! !!!! !!! !!

logo

K
T
S
TWEQKTVCRRSKLLDPAELEAEGTFWR IHRPDI LNGNQSYQREKKNSTFGKNTLVFKLELAHQSAKSAQASDGAQLPCSFLDSKDTTAHEKRLLPKMF

L
A
S
S
V
D
E
A
KLAEASGKLVKKGKNTPD

NTDB id 668314 MON40 RS08935 WP 003777749.1 KTWEKVRSKLDALEETFWRIRPILNGQSYQEKTFKTVFLELHSASQSDALPSFSKTTAEKLPMFAVEALASKVKKGNTPD 316
NTDB id 1132 OK783 RS01905 WP 010951035.1 TSWQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPD 318
consensus *! !* !* !! !!!!*! !!!*!! *! *! !!* ! !!* ! !*!*!* * ! *!!! !!!

logo AAAVFADELQI
KLADNFLGARDLSANAI

L
A
E
E
QAEEETTLMI

T
L
RLHQLDL ILDEHYLNASSLANEMQKKSKRRERGFDDLLLDVHYDTALTDNPHQADESTLPAQRAVA

NTDB id 668314 MON40 RS08935 WP 003777749.1 AAAFADLQILANLGADSAAIAQAEEETLTLLHLDLLDHLNASLNEQKKSKRERGFDDLLLDVYDALTDNPQADSLAQAVA 396
NTDB id 1132 OK783 RS01905 WP 010951035.1 AAVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVA 398
consensus !! !!*!! !! ! ! !* !!! !* !*!!!***!! !! ! !!!*!!!!!!!!!!!!* !!!!!!*!***! !!!

logo

E
QNWER IAL IDEFQDTDPLQYE I FQRKI F IASQRNKRPLFLVGDPKQAIYSFRGADIYAYLQAAAEDAQRHRSYTLATNYRSHAAKL IGNGS

NTDB id 668314 MON40 RS08935 WP 003777749.1 QNWRIALIDEFQDTDPLQYEIFRKIFISQNKPLFLVGDPKQAIYSFRGADIYAYLQAAADAQHSYTLATNYRSHAKLING 476
NTDB id 1132 OK783 RS01905 WP 010951035.1 ENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGS 478
consensus !! !!!!!!!!!!!!!!!!!! !!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!! !! ! !!!!!!!!!!! !!

logo IGALFRCLKENRPFVLDEGNIDGYSTEVGAARASESRLSPKPQRPTAI
VQI

LRWLHNEGKNDDNEKVALNKDI
VLRRRAASDEYCADE IAHRATLNEAASEGGRL

NTDB id 668314 MON40 RS08935 WP 003777749.1 IGALFRCKNRPFVLDGIDYTEVGAARSESRLSPPQTAIQIRWLNGKDDEVLNKDILRRRASEYCADEIAHTLNEAAEGRL 556
NTDB id 1132 OK783 RS01905 WP 010951035.1 IGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRL 558
consensus !!!!!!*! !!!!!* ! !*!!!!!! !!!!!!* *!*!*!!!* ! ! !!!*!!!!! *!!!!!!!* !!!! !!!



logo

K
NFKDNRPLVQVSGDIAVLVRTFHNEAGVMIASAKALKKTRGQI

VQSVLLSRESVFATSTPEAALALASAL ILDGFYWLENPGRQRAIGSTLRFVLSTGSGTI
LFGY

NTDB id 668314 MON40 RS08935 WP 003777749.1 KFKNRPVVSGDIAVLVRTFNEGVMIAKALKTRGIQSVLLSRESVFTTPEALALAALLDYWLNPGQIGSLRFVLSGTLFGY 636
NTDB id 1132 OK783 RS01905 WP 010951035.1 NFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGY 638
consensus !! !!* !!!!!!!!!!*!!*!!! !!! ! *!!!!!!!!!!! *!!! !! !!* *!! ! !*!!!!!* *!!!

logo DAQAQLHYDQFLNHQNEASE I
LLHNWAI ENSTASARETASLVADIWQRKSYGI FYAALMQHQFSQSLTHGI ETERLLASRGNDNEGRGSLTNFYFHQLLECLLASAEEDEAGQNSLRNSP

NTDB id 668314 MON40 RS08935 WP 003777749.1 DAQALYQLNHNEAELLNWINTSAESVAIWRKSGIYAALQHFSSLHGIETELLARGDERGLTNFHQLLECLSEEEGQSLSP 716
NTDB id 1132 OK783 RS01905 WP 010951035.1 DAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNP 718
consensus !!! !* !*!! !*!*! * * !! ! !!*!!*!*!! !!!!! !! ! ! !!!**!!!!*! !**! !

logo AALHKQWLNRDQI SLAGQDNNRSGVGDENSGRAL ILRLESDEADLVKIVTMHASKGLQYPLVYCPFAVWDAKQDMTGKPASDWQI LHQTAGADHNRTATELLA
NTDB id 668314 MON40 RS08935 WP 003777749.1 AALHQWLNDQISLAQDRSVGESGLLRLESDEALVKIVTMHASKGLQYPLVYCPFVWDAKDMKPADWQILHTADHTTELLA 796
NTDB id 1132 OK783 RS01905 WP 010951035.1 AALHKWLRDQISLAGNN.GGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLA 797
consensus !!!! !! !!!!!! * !* *!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!! ! ! !!!!!! * * !!!!

logo KASQLNSDEESDEQR I
K
H
Q
L
YADEEMAERLRLLYVALTRAEEQLNVI

LYAAHYCSGSDTADNSPFLAYL ILEGLSPTDQDSNSQREVSTTVRQRATYAECQEKRKANKALDG
NTDB id 668314 MON40 RS08935 WP 003777749.1 KSQLNDEDRIHLADEEMAERLRLLYVALTRAEEQLVLYAAHCGDTADSPFAYLLEGSTDSNQVSTRQAYEQERKANKALG 876
NTDB id 1132 OK783 RS01905 WP 010951035.1 KAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK......D 871
consensus ! !! * * * !!!!!!!!!!!!!!!!!!!!!!! *!!!** !!!! ! !!!*!! * * ! ! *!*******

logo

E
G
I
L
Q
TMLKNRNWLRRFVALDKNAPPAEGHTDFSTFSTEDAPPQPAAAYQRGNNRAHDLQSADADELFYAQAANSVIPAERGFQRF IVRHTSFTAGLSRHQTVKQTPRDDGEGEREDEALCQ

NTDB id 668314 MON40 RS08935 WP 003777749.1 ELQMLKNNWLRFLKNPPEHTDFSFSEDAPQPAAAQNRHLSDDLYQAAVIPARGFQFIRHTSFTGLSRQVKTRDDEREELQ 956
NTDB id 1132 OK783 RS01905 WP 010951035.1 GITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDAC 951
consensus * !!! !! ! !*! *!!!*!*!!!!*!!! * * ! !! !!! !*!!!!!!*!!!* !*! !* *

logo PASLDAPAETASAVEPATEMPRSESETALPTVPSDTADLSDPGNI
T
D
S IHDHFPKRGATNQAGLVCLHE I

MLEDKFDKFAGQASATAEESQESSTL IADEKTLKTKRYGFDEEL ILWLTDPA
NTDB id 668314 MON40 RS08935 WP 003777749.1 PALDPAETAAETERSSETALPVSDDLPNTDIHHFPRGANAGVCLHEMLEKFDFAQSTESQSSLIAETLTRYGFDLLWTDA 1036
NTDB id 1132 OK783 RS01905 WP 010951035.1 PSLDAAETSVPAMPSE.....TPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPA 1026
consensus ! !!*!!! * *! ***** * * !!*!!*! *!!*!!!!*!! ! !*! ! *!!!* ! *!!!* *! *!

logo VAKEQMALDEATCRKTPRLTVAGAQYGSLSDE IPPEGCRLRLRPEMGFTLHYTEDFGKLHKDRLRDRWFLARDEDNI
S
R
SLPEPEVC I

R
A
EAAERTLDFHQDTVNQGFLNGF I

NTDB id 668314 MON40 RS08935 WP 003777749.1 VKQMLDTCRKTRLVA.QSLSEIPPERLLPEMGFTLYTEDFKLHDLRRWFARENSSLPPECIEAAERLDFQDVQGFLNGFI 1115
NTDB id 1132 OK783 RS01905 WP 010951035.1 VAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFI 1106
consensus ! ! * !!!!*! ** !!*!!! * !!!!!!!*!!!! !* !! ! !!* !!* ! !!! !!!* !*!!!!!!!



logo DMVCQDPSDDGLNI
VC I IDYKSNHLGSDSAEAYTQRQAMDNEAVADHHQHYYLQAL IYAI

VAAVARYFKLRGKQPLPAPAKI
V
A
S
I
VRYLFLRGLDGKT

NTDB id 668314 MON40 RS08935 WP 003777749.1 DMVCQDSDDLVCIIDYKSNHLGDSAEAYTQQAMNEAVADHHYYLQALIYAIAVARYFKLRGKPLPKIAIRYLFLRGLDGT 1195
NTDB id 1132 OK783 RS01905 WP 010951035.1 DMVCQDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGK 1182
consensus !!!!!!*! *!!!!!!!!!! ****!!! !!! !!!!**!!!!!!!!!!*! !!!!!!!! !** * *!!!!!!!!!!

logo

D
G
G
NGI

VWQRWDI
LDATAEASLAEQI

W
K
L

NTDB id 668314 MON40 RS08935 WP 003777749.1 DNGIWQWDLDTESLAQWL 1213
NTDB id 1132 OK783 RS01905 WP 010951035.1 GGGVWRWDIDAAALEQIK 1200
consensus !*! !!*! ! !

X non conserved

X similar

X ≥ 50% conserved


