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NTDB id 668308 MON40 RS06240 WP 003778410.1 MRRPITLNHPAKASAQKGFALFIVLMIMIVIALLVVTATQSYNTEQRISTNDADHKFATTLAEAALREGEDYIYSIE... 77
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!** !! *** *!*! !!!!!!!*!!!*! !!!!! !!!!!!!!!! !* !*! ! *!!!!!!!!!! * *!***
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NTDB id 668308 MON40 RS06240 WP 003778410.1 EGTQIFNDQCSKGLCRAKQLSVKEYTT..PTGIIDVKGEADLSKVEEAWKRKHAECLD.SHSKKETECINVNGREYPIDK 154
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKR.......SCPAKSGKNSTGLCIDNQGVEYEKGT 153
consensus * ! **! !!!! ! ** *** ! ! ! ! * * ! ******* !* *!* !! *! !!*
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NTDB id 668308 MON40 RS06240 WP 003778410.1 NSGAKKSPRYIIEYLSTNSTDNRTIYRVTAKAWGKNENTVVMLQSYVANE... 204
NTDB id 1139 NGFG RS02435 WP 003687918.1 .GNVSKMPRYIIEYLGEK..NNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus * ! !!!!!!!! ** ! !!!!!!!!!!!! !!!!*!!!!!*! ***
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