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GLPCFWAVVGVAIAVSFALPSFVVPHWPSAFWLAAAFALVLALAVALASRRFAFVAGLMMLCVLALGAAYGVFRTEAALSASQWPRALENAGAVSEGSVPV

NTDB id 668305 MON40 RS05530 WP 039862954.1 MLKYYGLPFWAVGVIASFALPFVPHWSAWLAAALVLLAASRRFAVAGMMLCVLLGAAYGVFRTEAALSAQWPLNGASESV 80
NTDB id 1128 NGFG RS01490 WP 020997305.1 MFRRWFLPCWVVGVAVSFALSVVPHWPFWLAAFAVLAVLARRFAFAGLMLCVLAGAAYGVFRTEAALSSQWRAEAVSGVP 80
consensus ! * * !!*! !!! !!!!* !!!!* !!!! !! !!!! !!*!!!!! !!!!!!!!!!!!!! !!* * ! *

logo LTVEVATDMPRGSDGRRVQFAAKAVWDTESDGGRRTFDLLLSDYKQKRRDEWAVGSRWKR I
V
S
TARLVHKPVI

VGELVNLRGLNREAWALASNGLVDGGAV
NTDB id 668305 MON40 RS05530 WP 039862954.1 LTVEVADMPRGDGRRVQFAAKAWTEDGRRFDLLLSDYQKRDWAVGSRWKVSARLKPVIGEVNLRGLNREAWALANGLDGA 160
NTDB id 1128 NGFG RS01490 WP 020997305.1 LTVEVTDMPRSDGRRVQFAAKAVDSGGRTFDLLLSDYKRREWAVGSRWRITARVHPVVGELNLRGLNREAWALSNGVGGV 160
consensus !!!!! !!!! !!!!!!!!!!! !! !!!!!!!! *!*!!!!!!!***!!**!!*!!*!!!!!!!!!!!! !!* !

logo GTLVGAKDGRSVLLVHREGGGSGVWGI
LAVWRDSAR I

VSRNRWQRAQAVDGARDSGPDGFLSDGIGLMRALS IVGEQSALRPEGLWQAFRPLGLTHLVS I SGLH
NTDB id 668305 MON40 RS05530 WP 039862954.1 GTLGKGRSLVREGGGVGLAVWRDAVSRRWQAVGARSPDFSDGIGLMRALSIGEQSALRPELWQAFRPLGLTHLVSISGLH 240
NTDB id 1128 NGFG RS01490 WP 020997305.1 GTVGADRVLLHGGSGWGIAVWRSRISRNWRQADA.DGGLSDGIGLMRALSVGEQSALRPGLWQAFRPLGLTHLVSISGLH 239
consensus !!*! ! !** ! ! !*!!!! *!! ! !* * !!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo VTMVAVLAFAGWLAVKLR I
L
F
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L
SPRWI

LPAKRPRAVWI
VLAAGGACAGALFYALLAGFSVPTQRSVLMLAAFAWAWRWRGRSLSSAGWATATWWQA

NTDB id 668305 MON40 RS05530 WP 039862954.1 VTMVAVLAGWLVKLIFRRLPWIPAKPRVWILAGGAAGALFYALLAGFSVPTQRSVLMLAAFAWAWWRGSLSSGWTAWWQA 320
NTDB id 1128 NGFG RS01490 WP 020997305.1 VTMVAVLFAWLAKRLLACSPRLPARPRAWVLAAGCAGALFYALLAGFSVPTQRSVLMLAAFAWAWRRGRL.SAWATWWQA 318
consensus !!!!!!! *!! ! * * ! *!!*!! !*!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !*!*! !!!!

logo LAAVVLLFLDPLAVLGVGTWLSFGL IVAAL IWACSAGRLKYECGGKRWQRLTAVRGQWAASTVLSLVVLLGYI
LFASLP I

L
I
VSPLVNAAVMS IPWF

NTDB id 668305 MON40 RS05530 WP 039862954.1 LAVVLLLDPLAVLGVGTWLSFGLIAALIWASAGRLKECGWRLAVRGQWAATVLSVVLLGYIFASLPIISPLVNAAMIPWF 400
NTDB id 1128 NGFG RS01490 WP 020997305.1 LAAVLLFDPLAVLGVGTWLSFGLVAALIWACAGRLYEGKRQTAVRGQWAASVLSLVLLGYLFASLPLVSPLVNAVSIPWF 398
consensus !! !!! !!!!!!!!!!!!!!!!*!!!!!!*!!!! !* !!!!!!!!*!!!*!!!!!*!!!!!**!!!!!! !!!!

logo SWVLTPLALLGSVLVPFAPLQQWAAGAFGLAEYTLRFGLVWLADEVSPEFAVAAAPLVPLLVLAFVACAALLLWLLPRGLGLRPWACVLLVL
NTDB id 668305 MON40 RS05530 WP 039862954.1 SWVLTPLALLGSVLPFAPLQWAAAGLAEYTLRGLVWLAEVSPEFAVAAAPVPLLVLAFAAALLWLLPRGLGLRPWACLVL 480
NTDB id 1128 NGFG RS01490 WP 020997305.1 SWVLTPLALLGSVVPFAPLQQAGAFLAEYTLRFLVWLADVSPEFAVAAAPLPLLVLAVCAALLLLLPRGLGLRPWAVLLL 478
consensus !!!!!!!!!!!!!*!!!!!! !*! !!!!!!! !!!!!*!!!!!!!!!!!*!!!!!! *!!!! !!!!!!!!!!!!*!*!

logo AGFVFSYRPENARLVDPDEGNELAAR I
VTVMWDAGQGLSVLVQRTARDNRHNLLFDTGTAVAQAAQTGIVPSLNAAMGVRRLDKTL IVLSHHDSDHDGGFL

NTDB id 668305 MON40 RS05530 WP 039862954.1 AGFVFYRPNRLDDGLARITVMDAGQGLSVLVQTRDRNLLFDTGTAQAAQTGIVPSLNAMGVRRLDTLILSHHDSDHDGGL 560
NTDB id 1128 NGFG RS01490 WP 020997305.1 AGFVSYRPEAVPENEAAVTVWDAGQGLSVLVRTANRHLLFDTGTVAAAQTGIVPSLNAAGVRRLDKLVLSHHDSDHDGGF 558
consensus !!!! !!! *** ! *!! !!!!!!!!!! ! !*!!!!!!! !!!!!!!!!!!! !!!!!! !*!!!!!!!!!!!



logo

D
QAVGSDKI EP I

NGEGI
T
L
YAGQPEFYEPGNAKRFHCAEAQQRWQWDGVDFEFLLRPSSENRKPNVGIDEDNDGKRSCVLRVVASDGGAQALLVTGDLDGTVKGEAEGSL

NTDB id 668305 MON40 RS05530 WP 039862954.1 DAVSDIEIGETLAGQPEFYPNAKFCAEAQWQWDGVDFELLRSSENPVGEDNDRSCVLRVVSDGQALLVTGDLGVKGEAGL 640
NTDB id 1128 NGFG RS01490 WP 020997305.1 QAVGKIPNGGIYAGQPEFYEGARHCAEQRWQWDGVDFEFLRPSERKNIDDNGKSCVLRVVAGGAALLVTGDLDTKGEESL 638
consensus !! !* ! !!!!!!!* !**!!! !!!!!!!!! !!*!! * *!! *!!!!!!! ! !!!!!!!! !!! !

logo VEGKRYGGSNSLYSQI
VL IVLGHHGSNTASSSGGVFLNATVSPEKYAVASSGYANAYKHPTEPAVQNRVRAHGAIKTLLRTDLSGATLQVFEGLGRS

NTDB id 668305 MON40 RS05530 WP 039862954.1 VERYGSSLYSQILILGHHGSNTASSGGFLNTVSPKYAVASSGYANAYKHPTPAVQNRVRAHGATLLRTDLSGTLVFELGS 720
NTDB id 1128 NGFG RS01490 WP 020997305.1 VGKYGGNLYSQVLVLGHHGSNTSSSGVFLNAVSPEYAVASSGYANAYKHPTEAVQNRVRAHGIKLLRTDLSGALQFGLGR 718
consensus ! *!! !!!!*!*!!!!!!!! !!! !!! !!! !!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!! ! ! !!

logo
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G
QRLKRRVDYKFYWQKKPFE

NTDB id 668305 MON40 RS05530 WP 039862954.1 NEIFKGRLKRDKFYWQKKPFE 741
NTDB id 1128 NGFG RS01490 WP 020997305.1 GGVKAQRLRVYKFYWQKKPFE 739
consensus * !!* !!!!!!!!!!

X non conserved
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X ≥ 50% conserved


