
logo MFYLYQSNRLESLAALFAGR IQKRVKRPLEKCSALAQAPEQIVVQSQGMRRYLNSTVCYLARDELGVAANLAQFSLPAGLTWKQLMKQKL IPDGI
NTDB id 668292 MON40 RS01475 WP 003779709.1 MFYLYQSNRLESLAALFAGIQRVRPLESALAAEQIVVQSQGMRRYLSVYLARELGVAANLQFSLPAGLTWQLMQKLIPDI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!!!!!!!!!!!!! !!*!*!! *!! *!!!!!!!!!!!!!! *!!!*!!!!!!! !!!!!!!!! !! !!!! !

logo PAELSPFASPEVMRWRLLDLFRSAEERFQNTGTASEFEDNVRNSVLQDSYLGSGESADYQLAGQLADI FDQYLVYRPQWIDAWQEQGKR I
LLG

NTDB id 668292 MON40 RS01475 WP 003779709.1 PALSPFSPEVMRWRLLDLFRSERFQTTSEFENVRSVLQSYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQEGKLLG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! !!!! !!!!!!!!!!!!!! !! !!! !! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !**!!

logo LGDEDE I
VWQASKQLWRYLDDGNRQSAPHRVAELWEKLLASASLDKADHKLPERFYFVFGI STMAPMYLQLLHQKI

LSEHCDVFVFALNPSGMQ
NTDB id 668292 MON40 RS01475 WP 003779709.1 LGEDEVWQAQLWRYLDDGNQSAPHRVELWEKLLSSLDKAHLPERFFVFGISTMAPMYLQLLQKISEHCDVFVFALNPSGQ 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!*!!*!! !!!!!!!! !!!!!!! !!!!!! !!! *!!!!*!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!

logo

H
YWGNVI EAAQI

LLKGGDGDAPDLSTQATGHPLLASLGKQGRDFFDFLNTE I
M
E
G
I
LEEEQTPVFEEGVGSDRDTLLHACLQNTDIQNLKRMPSEHNSV

NTDB id 668292 MON40 RS01475 WP 003779709.1 YWGNVIEAAQLLKGGDDADLSQTGHPLLASLGKQGRDFFDFLTEIGLE.EQPVFEEVSDDTLLHCLQNDIQNLRMPSEHS 319
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
consensus *!!!!!!!!!*!!!! !*!!*! !!!!!!!!!!!!!!!!!!! !* *!*! !!!!! !!!!!*!! !!!!!*!!!!*

logo

G
R
S
T
D
V
G
L
L
T
D
GDGS IVCR IVSAHSPLRELQI LKDKLLKR I LHEHPDWQPHDIAVLTPNI EPYSTPF I EAVFGQAQGPGAQALPYSVSDVK

NTDB id 668292 MON40 RS01475 WP 003779709.1 RTDLLGDGSVRIVSAHSPLRELQILKDKLLRILHEHPDWQPHDIAVLTPNIEPYSPFIEAVFGQAQGGAQALPYSVSDVK 399
NTDB id 1133 OK783 RS06970 WP 010951252.1 GSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDVK 400
consensus * !!!**!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!

logo

I
LSRRQPFLFLYALECQTVLSDLLESRFEVDGKVLAPLLESTAGLPVLRRFGLTAGDDLPLLHDMTI

VADELNVHWGLDGETMRGAGATDNQLFTWKQQA
NTDB id 668292 MON40 RS01475 WP 003779709.1 LSRRQPLLYALEQTLDLLESRFEVDKVLPLLESGLVLRRFGLTADDLPLLHDTIAELNVHWGLDGTMRGAADNLFTWQQA 479
NTDB id 1133 OK783 RS06970 WP 010951252.1 ISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQA 480
consensus *!!!!! !!!!* !!!!!!!!! !!!*!!!***!!!!!!!!*!!!!!!!! *!*!!!!!!!!! !!!* !*!!!! !!

logo

A
L
D
ER I

M
I
VLGWMLPDEDGGNSPSLMWQDNVSAWHYAGDVNQRLTADMVFGRFAAF ILERTLSDR I

LAAREIWRKQPATAVEGEWTVAERCRDLLVEQSTLFLQAPDGAPDDQKY
NTDB id 668292 MON40 RS01475 WP 003779709.1 LERIVLGWMLPDDGSSLWQNVSAWHGDVNRLDVFGRFAAFIRTLSRLAAEWRKPATAEEWTERCRDLVQSLFLPDADDQY 559
NTDB id 1133 OK783 RS06970 WP 010951252.1 ADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPDDQK 560
consensus *!**!!!!!!* ! **!! !!!!**!!! *!!!!!!!* !!! *! !! !!! !! !!!!!* *!! * *!!!



logo ALVQNQFLENQAELWAVKWQEESTETLAGFFRGQTLPQHQTVIRHIRRFLDGSESEQAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN
NTDB id 668292 MON40 RS01475 WP 003779709.1 ALQQFEQALAKWQEETELAGFRGTLPQHTVIRHIRRFLGSESQAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN 639
NTDB id 1133 OK783 RS06970 WP 010951252.1 AVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN 640
consensus !*!* !* !!!!!* !!!! ! !!!*!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TKAAVFDL IVAKHPAQKGDRARRDDDRYLFLEAI
L I SARDE I LYLSYI

VGRDS IRKNDDEELAPSSASLLVGSEL IDTI
VAAMTGRTNRSKREQLAEQ

NTDB id 668292 MON40 RS01475 WP 003779709.1 TKAAVFDLIAKHPQKGDRARRDDDRYLFLEAIISARDILYLSYVGRSIRNDDELAPSALVSELIDTIAAMTGRRSKELAE 719
NTDB id 1133 OK783 RS06970 WP 010951252.1 TKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQLAQ 720
consensus !!!!!!!!*!!!! !!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!! !! !*!!!*! !* !!!!!*!!!!! !* !!

logo

H
NWI

VEQHPLQAPFSHRRYF IQAEDGGKI
RSDDGI

LFGSTRQTDYAAEALGNQRPTPREPQPVQRPFFDSEQAPLVEENANETPVAPETI
V
G
WQDDEF IRFWKRNPVKAVWLQQT

NTDB id 668292 MON40 RS01475 WP 003779709.1 HWVEQHPLQPFSHRYFIADKISDDLFSTRQDYAEALNRPREQVRPFFSEALEENTPVPTVWQDDFIRFWKNPVKAWLQQT 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 NWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQQ. 799
consensus *!*!!!!!!*!!*!!! !! *! !! !!! !! **!** !!! **! !!* * !!*!!!!!*!!!! !!!!*

logo LAGWRSEPHYI
R
D
GEAWEPSAEPFEPQHRADEKQIAAEATYI

L
D
GARREHGNQDFQSEQTAAVR I

L
A
DAESLLPASGELGKLWQQNSFQATAAKQRIDSTAELVLNQS

NTDB id 668292 MON40 RS01475 WP 003779709.1 LGWREPYRDEAWESAEPFEPQRADKIAAAYLDARRHNQDFQETAVRLDAESLLPAGELGKLWQQNFQAAAKRIDSELLQS 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 LAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTAVLNS 879
consensus !*! !!* !!!!*!!!!!!!*!* !! !* !!!* !!! !! !* !!!!!! !!!!!!!!! !! !!! !!* *!*!

logo PKLPPFAPYAE IPQFSDGQI
TLKQGSLGNLYQRCGQVFYALDYGRKPNAPQRI

VAFLLLEHL I FCAVGMPSSEATETRYQTFYIVQPSEGETETLVLYAPAE IAP
NTDB id 668292 MON40 RS01475 WP 003779709.1 PKLPPFAYEIQFDGQTLQGSLGNLYQCGQVFYLDRKPNAPQRIALLLEHLIFCAVGSSETETYQTYIVQPEETTLYPAIP 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 PKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLAEIA 959
consensus !!!!!!*! !* !!! ! !!!!!!! !!!!!! !!!!!!!*! !!!!!!!!!! *!! !! !!*!!!* !! * * !*

logo

Q
S
D
S
H
RALQQLMLQSEKWLMATFFNI

LGQNTRPLPFFAKTSLAAAEAFYAGKQKQDSWEADALKNKAKQETASYHYGNSKVSKGQKDYTEVALVFGNAEDS IQENP
NTDB id 668292 MON40 RS01475 WP 003779709.1 SSHAQQMLQKWLTFFNLGQTRPLPFFAKTSLAAAEAYGKKQSWEDALNKAKESYHGNKVSKGQKDYTEVALVFGNEDIEP 1039
NTDB id 1133 OK783 RS06970 WP 010951252.1 QDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVALVFGNASQNP 1039
consensus *! !*! !* !!!*!! !!!!!!!!!!!!!!!!** !! !! !! !! !*! !!!!!!!!!!!!!!!!!! !

logo

L
VEGQAPLFEQGNLAVERELLALDIPTLALADAEVKNEREGSSTDGAA

NTDB id 668292 MON40 RS01475 WP 003779709.1 VEGALFQGLVEELLIPLLDAVNEESSDAA 1068
NTDB id 1133 OK783 RS06970 WP 010951252.1 LEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus *! *!! ! ! *! ! ! * !!



X non conserved

X similar

X ≥ 50% conserved


