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NTDB id 202 SPR RS10250 WP 000867601.1 . . NILEEWYLPIGAYYCRECLLMKR 68
NTDB id 167 SP RS11275 WP 000867616.1 68
NTDB id 507 SM12261 RS09240 WP 000867722.1 68
NTDB id 535 SMSK321 RS10515 WP 000867726.1 68
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