
logo MENKKKVSLVLWKSQCMAKPYLMAKGLYKQALLPFLGLLVAVIAFATI
V
C
VSS ITITVI

YGPDTKRLSKE I
MTDNLTI

M
S
T
D
KGLAMGTGKIDLDEAKI

V
G
S
E
S IALSFTLAVI

LLYFVALGAI
L

NTDB id 668122 MP387 RS07870 WP 242746128.1 MENKKVSVWKQCKPYMAGLQLPLLVAVIAAVCSSIITVYGPTKSKEITNLISDGLMTGIDLEAVSSIASFLVILYVLGAI 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !!!!! !* !* !!* ! * *!!! **!! !!! !! * !!*! ** !! !!!* * !! ! *!! !!*
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NTDB id 668122 MP387 RS07870 WP 242746128.1 LNYTQAYIFSTSIQHFSKRLRTAIAEKINRLPLGYFDCHSQGDTLSRVTNDVDTAAQSLNQSLGTVLSASFLLIAVLVTM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus * !! *! !! !!*!! !!! !!!*!!!**!! !!!*!!!!!!!!!!!!!!! !! !!!! *** ! !!!* * !
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NTDB id 668122 MP387 RS07870 WP 242746128.1 FGMNWILALVTVVSTLVGFAAVSVIMAKSQGYFKAQQSNLAAVNGYVEEMYSGHNVVTSYNAVDTSKAKFAGLNQNLHDS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus ! !! **! !! *!!!!!!!* !! !! !!! ! !!!!!*!!!!!!!*!!!!* !! ! !! *!* !
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NTDB id 668122 MP387 RS07870 WP 242746128.1 IWKSQFISGIMMPAMFFVGNFSYVLVIIVGAALALEGHITIGIIVAFMVYVRTFSQPLSQIAQGITSLQQASAAMTRVLE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus *!!!!! !!!!!! ! !*!!! !!*!*!!!! *!* !*!!*! !!!!! !!! !*!!* !!!!!!! !! ! !!! !! !
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NTDB id 668122 MP387 RS07870 WP 242746128.1 FLAEAEMQDESHKDRQLNNMKGEVVFDHVSFGYTPERTIIHDFSATAHAGQKVAIVGPTGAGKTTIVNLLMKFYEIDKGS 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! ! !* !! !! *!! * ! ! !!*! !!!*!**!!!!!!!!*!*!!!!*!!!!!!!!!!!!!!!!!!*!!!*!*!

logo I RS IDGVDNI
T
H
KDMKTRKSEVHDAFASMVLQDTWLFEGTI

V
K
RENL IYNQKTGHI STDEQRMVI

M
A
EAASKAVGI

VHHF IKMTLPDKGYDTVLDDSTVTL
NTDB id 668122 MP387 RS07870 WP 242746128.1 IRIDGVDTKDMKRSEVHDAFSMVLQDTWLFEGTIRENLIYNQTGISDERMMEASKAVGIHHFIMTLPDGYDTVLDDTVTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!! *!! ! !!!!!! !!!!!!!!!!!!**!!!!!!! *!*!! ** ! !!!!*!!!! !!! !!!!!!!!*!!!

logo SVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHRLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 668122 MP387 RS07870 WP 242746128.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDRLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDEEQLMANEQANGFYADLYNSQFTEDEQVAEE
NTDB id 668122 MP387 RS07870 WP 242746128.1 HEELMNQAGFYADLYNSQFTEDQAEE 586
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !* !! !!!!!!!!!!!!!* !**
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