
logo MKNDAYE I I LSWF ITPLTAI LGRFAEFFLYTLHAQLVFNSVVALAFMLFAYRSLKEQNFFSASALTEALLFVGFFALFNY
NTDB id 667919 MPF82 RS00710 WP 245090795.1 MKNDAYEIILSWFITPLTAILGRFAEFFLYTLHAQLVFNSVVALAFMLFAYRSLKEQNFFSASALTEALLFVGFFALFNY 80
NTDB id 1220 C694 RS00205 WP 000786660.1 MKNDAYEIILSWFITPLTAILGRFAEFFLYTLHAQLVFNSVVALAFMLFAYRSLKEQNFFSASALTEALLFVGFFALFNY 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALKNPMHFYEFFQNAI F IAPNMIATQSLSQSLSNFSDNHALSLDF I FNHGFYALSF I SDLNSHNEMSVWLFLS IVLQGLFLSVL
NTDB id 667919 MPF82 RS00710 WP 245090795.1 ALKNPMHFYEFFQNAIFIAPNMITQSLSQSLSNFSNHALSLDFIFNHGFYALSFISDLNHNEMSVWLFLSILQGLFLSVL 160
NTDB id 1220 C694 RS00205 WP 000786660.1 ALKNPMHFYEFFQNAIFIAPNMIAQSLSQSLSNFSDHALSLDFIFNHGFYALSFISDLSHNEMSVWLFLSVLQGLFLSVL 160
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!

logo FAI I I LVYLEVHVWCSLGVLFLAFGFFKTWRSVVVAICLKKCFALGFYKPFLLLVGFLNVSVTKAL IDAHMQEKQDLSLLL
NTDB id 667919 MPF82 RS00710 WP 245090795.1 FAIIILVYLEVHVWCSLGVLFLAFGFFKTWRSVVVACLKKCFALGFYKPFLLLVGFLNVSVTKALIDAHMQEKQDLSLLL 240
NTDB id 1220 C694 RS00205 WP 000786660.1 FAIIILVYLEVHVWCSLGVLFLAFGFFKTWRSVVVICLKKCFALGFYKPFLLLVGFLNVSVTKALIDAHMQEKQDLSLLL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VVALFLCCVF I IGVPFF INALFRVQNSLKETYKLATNLSANLSQNALNSLQYITTPPASSPS IVSSTSMTRSESAVSKEKETHSPT
NTDB id 667919 MPF82 RS00710 WP 245090795.1 VVALFLCCVFIIGVPFFINALFRVQNSLKETYKLATNLSANLSQNALNSLQYITTPPASSPISTSTRESASKEKETHSPT 320
NTDB id 1220 C694 RS00205 WP 000786660.1 VVALFLCCVFIIGVPFFINALFRVQNSLKETYKLATNLSANLSQNALNSLQYITTPPASSSVSSSMSESVSKEKETHSPT 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!*! !! !!!!!!!!!!

logo FKVETTQLDVKIPNFKQKKVKKDTINTKNE I
NTDB id 667919 MPF82 RS00710 WP 245090795.1 FKVETTQLDVKIPNFKQKKVKKDTINTKNEI 351
NTDB id 1220 C694 RS00205 WP 000786660.1 FKVETTQLDVKIPNFKQKKVKKDTINTKNEI 351
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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