logo

NTDB id 667835 MPG84 RS00715 WP 245059605.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 667835 MPG84 RS00715 WP 245059605.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 667835 MPG84 RS00715 WP 245059605.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 667835 MPG84 RS00715 WP 245059605.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

<0

logo

NTDB id 667835 MPG84 RS00715 WP 245059605.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

V

AR LR L SO LT TS AL

MNKW KGV VF GGFATIWYTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
MNKW KGV VF GGFATIWTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA

BT T

AR ICHEEF Dl T ARORLDL LG PO NG DK T

ALKALNSKEMNNMSKEETFKSPPIDLK NTTPPKKDFSLKQLDLLABRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
ALKALNSKEMNMSKEETFKSPPIDEYNTTPPKKDFSLKQLDLLAINRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
PELLL L P sksksk DL bttt bt

\
KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWS

11201 LTRRCAR L LR UL ARG R AL

RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGTNFFGDYLL QL

RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGETNFFGDYLL QL
I

0 MMFLARCH T SR g A

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIP EIEVIAEFLKE 378

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKE 376
PO ekt rrrrrred

X non conserved
B similar
> 50% conserved

80
80

160
158

240
238

320
318



