
logo MNKWLKGAVIVF IVGGFATITTI SL IVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFLTQNSPQPTNTESSKDATIKALQEQLKA
NTDB id 667756 MPG52 RS00980 WP 245076829.1 MNKWLKGAIVFVGGFATITTISLIYHQKPKAPLNNQPSLLNDDEVKYPLQDYTLTQSPQPTNTESSKDATIKALQEQLKA 80
NTDB id 1218 CAA10657.1 2413..3543( ) MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA 80
consensus !!!!!!! !!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!

logo ALKALNSKEMNYSKEETFKSPP I
MDPNTTPPKKDFSLSKQLDLLAAR ITPFKQSPKNYEENL I FPMVDNPKGIDGFTNLKEKD

NTDB id 667756 MPG52 RS00980 WP 245076829.1 ALKALNSKEMNYSKEETFKSPPMDPNTTPPKKDFSSKQLDLLAARITPFKQSPKNYEENLIFPMDNPKGIDGFTNLKEKD 160
NTDB id 1218 CAA10657.1 2413..3543( ) ALKALNSKEMNYSKEETFKSPPIDPNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPKGIDGFTNLKEKD 160
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo IATNENKLLRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHMGKAVL IPKGSKVIGYYSNNNKMGEYRLDIVWSR I
NTDB id 667756 MPG52 RS00980 WP 245076829.1 IATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRI 240
NTDB id 1218 CAA10657.1 2413..3543( ) IATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITPHGINIMLTNAKGADIKGYNGLVGEL I ERNFQRYGVPLLLSTLTNGLL IG ITSALNNRGNKEGATNFFGDYLLMQLMR
NTDB id 667756 MPG52 RS00980 WP 245076829.1 ITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQLMR 320
NTDB id 1218 CAA10657.1 2413..3543( ) ITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQLMR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo QSGMGINQVVNQI LRDKSKIAP IVVIREGSRVF I SPNTDI FFP IPRENEVIAEFLKO
NTDB id 667756 MPG52 RS00980 WP 245076829.1 QSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK. 376
NTDB id 1218 CAA10657.1 2413..3543( ) QSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK* 376
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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