
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDE
NTDB id 667747 MPG52 RS00010 WP 245076684.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLSLETTLNPNRPTIPRNTQIVFSSKELKELSHPHQMPSLNAPMQKPQNKPHSSSQQPSPSQNFSYPSEPSKLGSKNPSKNSLLQPL
NTDB id 667747 MPG52 RS00010 WP 245076684.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKEL..HQMPSLNAPMQKPQNKPSSSQQSPQNFSYSESKLGSKNPKNSLLQPL 158
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! **!!!!!!!!!!!!!!!!!*!!!!**!!!!!*!*!!!!!!*!!!!!!!!

logo AI
TPSKI SPSATNETVKQTPTNDTKPPTLKHSSEDQENSNLF ITPPTEKTLPNDNTSNADINSENNESNENKRDNVEKQAIRDAPNIKEFA

NTDB id 667747 MPG52 RS00010 WP 245076684.1 ATPSKISSANEVKTPTNDTKPTLKHSSEDQENNLFITPPTEKTLPNDTSNADINE...SNENRDNVEKQAIRDPNIKEFA 235
NTDB id 1207 C694 RS07860 WP 000749005.1 AIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFA 240
consensus ! !!!!!* !! !!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!! !!!!!! !***!!!!*!!!!!!!!!!*!!!!!!

logo CGKWVYDDENLQAYRPS I LKRVDEDKQTATDITPCDYSTYAENKSGKI ITPYTKI SVHKTEPLEEPQTFEAKNNFAI LQAR
NTDB id 667747 MPG52 RS00010 WP 245076684.1 CGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSYAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQAR 315
NTDB id 1207 C694 RS07860 WP 000749005.1 CGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQAR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSTEKCKRARARKDGTI
TRQCYL I EEPLKQAWESEYE ITTQLVKAIYERPKQDDQAVEPTFYETSELAYSSTRKSE ITHQNEL

NTDB id 667747 MPG52 RS00010 WP 245076684.1 SSTEKCKRARARKDGTIRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQAEPTFYETSELAYSSTRKSEITQNEL 395
NTDB id 1207 C694 RS07860 WP 000749005.1 SSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNEL 400
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!

logo NLNEKFMEFVEVYEGHYLNDI IKESSEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 667747 MPG52 RS00010 WP 245076684.1 NLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 474
NTDB id 1207 C694 RS07860 WP 000749005.1 NLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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