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KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFA MGKMWVLIPKGSKVIGYYSNNNKMGEYRLDIVWS
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RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGTNFFGDYLL QL
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MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKRE 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKES 376
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