
logo

MK
M
N
Q
K
S
L
WLKGKI

V
G
I
L
V
F
G
I
VGGFAVTVI

L
M
T
A
T
I
L
G
SLLVAYHNKQGKPKASNPLNNNKQEPES ILLYNSDIDEESVKFYPLQSDYFTFETEQNVKPEQEPPTKNKTEESNSKPDKAI IT I

T
K
T
A
P
QPTAPT

NTDB id 667639 MPF84 RS02485 WP 245086306.1 MKQSLLKKIGLGVGGFVVLMALGLLANKG..SNNNNKEEIYSIEESKFPLSDYFFEEVKEEPKKEENPKIITTPQPTAPT 78
NTDB id 1218 CAA10657.1 2413..3543( ) .MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKA...... 73
consensus * * !! * * *!!! * * !* * ** * !! * * *! !*!! !! ! * ** ! * *******

logo

TANVL
S
Q
T
E
N
P
Q
I
L
I
K
A
T
A
D
L
Y
K
S
A
HLNSKNELNKQNDMNTIT

Y
H
S
K
L
E
Q
E
Q
T
V
F
L
K
QSPP IDPNPKTMTKPPKKLDKFHSTKLEKQLDEFLLANATR I

L
K
TPFLEKPQSTKPKPANTYEENL I FKPPV

NTDB id 667639 MPF84 RS02485 WP 245086306.1 TANVSTNPIITDYSHLNSNLNKQNDTITHLQQVLQS....PPKMKPKLKHTKEQLEFLNTRLKPLEPTKPAT......KP 148
NTDB id 1218 CAA10657.1 2413..3543( ) ....LQEQLKAALKALNSKE....MN.YSKEETFKSPPIDPNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPV 144
consensus **** ** *!!! **** * * !****!* *!! ** !!* ! !* ! **** ********

logo

D
E
N
T
E
P
K
YGI

VDGSFTNLKEYKDIAGTNEHNKLLRTITADKRMIPAFL ITP I SSQIAGKVI
TAQVESDI FAHSMGKRAVL IPKGSKVIGYYNSN

NTDB id 667639 MPF84 RS02485 WP 245086306.1 ETEYGVDSFTNLKYKDIGTNEHKLLRTITADRMIPAFLITPISSQIAGKVTAQVESDIFASMGRAVLIPKGSKVIGYYNN 228
NTDB id 1218 CAA10657.1 2413..3543( ) DNPKGIDGFTNLKEKDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSN 224
consensus * * !*! !!!!! !!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!*!!!!!!!!!!!!!! !

logo NNKQI
MGEQYRLDNIAVWSTR I ITPHQGINIMLTNAKRGADI

MKGYNGLVGEKLYI ESRNFQRYGI
VPLLLTNSTLSTNGLL IG ITSALANNRGQNKREK

NTDB id 667639 MPF84 RS02485 WP 245086306.1 NNQIGQYRLNIAWTRIITPQGINIMLTNARGADMKGYNGLVGKYISRNFQRYGIPLLTNTLSNGLLIGITSALANRQNRK 308
NTDB id 1218 CAA10657.1 2413..3543( ) NNKMGEYRLDIVWSRIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKE 304
consensus !! *! !!! ! !*!!!!!*!!!!!!!!!*!!!*!!!!!!!! ! !!!!!!!*!!! !!*!!!!!!!!!!! !! !*

logo GADGNTNPFFGDYLLMQLMTRNQSTGMGINQVI
VNQI

MLRDQKYGSAKI
Q
A
NP I IV I

V IREGSRVF I SPNLTDI FFIP I
KPKRDEGNEVI

LAEFFLKEKKPP IK
NTDB id 667639 MPF84 RS02485 WP 245086306.1 GDGNPFFGDYLLMQLTRNTGMGINQVINQMLRQYGAQNPIIIIREGSRVFISPNLDIFIPKPKDGEVLAEFFKEKKPPIK 388
NTDB id 1218 CAA10657.1 2413..3543( ) GA.TNFFGDYLLMQLMRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK ...... 376
consensus ! * *!!!!!!!!!! !**!!!!!!!*!!*!! !!**!!!!!!!!!!!! !!! ! !** !!*!!! !*******

logo

TKEE INNEEE I
NTDB id 667639 MPF84 RS02485 WP 245086306.1 TKEEINNEEEI 399
NTDB id 1218 CAA10657.1 2413..3543( ) ........... 376
consensus ***********

X non conserved

X similar

X ≥ 50% conserved


