
logo MKDKTFQGAFELLTTPKECYLLVCGVFI LSFLLLAI
LNLYLEYLNYQKLDFSKPTSLNSAQI LLQYPKTKDQKTYFVLKLQSKGNMI

NTDB id 667582 MPG51 RS06810 WP 245034040.1 MKDKTFQGAFELLTTPKECLLCGVILSFLLALNLYLEYLNYQKLDFSKPTSLNAQILLQYPKTKDQKTYFVLKLQSKGMI 80
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQSKNMI 80
consensus !!!!!!!!!!!!!!!!!!*!*!!! !! !!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!

logo FYTTIKEPLKNLQYRHAQFFGKIKPSCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHRF IDSAHESNSALVGNLYRALF IGDNSL
NTDB id 667582 MPG51 RS06810 WP 245034040.1 FYTTIKEPLKNLQYRHAQFFGKIKSCSFLESLKSCFFQTYSFSLTRKQDFKSHWRRFIDSAHSSALVGNLYRALFIGDNL 160
NTDB id 1208 C694 RS07015 WP 000653622.1 FYTTIKEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!! !

logo NKDLRDRANALGINHLLAI SGFHLGI LSAVSVYFLSVLSLSFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRA
NTDB id 667582 MPG51 RS06810 WP 245034040.1 NKDLRDRANALGINHLLAISGFHLGILSASVYFLVLSFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRA 240
NTDB id 1208 C694 RS07015 WP 000653622.1 NKDLRDRANALGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FLMGLLGFLACFFGVRLLSFKLL I LACC IA IALLPKLLFSVGFLLSVCGVWYI FLFLKHTQAI FFKTSSFLMVRSFQAVI SLS
NTDB id 667582 MPG51 RS06810 WP 245034040.1 FLMGLLGFLACFFGVRLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQAFFKTSSFLVRSFQVISLS 320
NTDB id 1208 C694 RS07015 WP 000653622.1 FLMGLLGFLACFFGVRLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLS 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!! !!!!

logo ALVFLNML I IAVHAFFPMFSPYQLFS IPLGL I F IVVFFPLSLFLLHAVGLGSLLDGR I
LLNSMPLMTIPTI FSVPSSPLWLLGAVHLFLT

NTDB id 667582 MPG51 RS06810 WP 245034040.1 ALVFLNMLIIAHAFFPMFSPYQLFSIPLGLIFVVFFPLSLLLHAVGLGSLLDGILNMPLMIPTIFVSSPLWLLGAHLFLT 400
NTDB id 1208 C694 RS07015 WP 000653622.1 ALVFLNMLIIVHAFFPMFSPYQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLT 400
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!! *! !!! !!!! !*!!!!!!! !!!!!

logo I LSATRFFKVYLSMNVLSATGFFLYCCYQYI IMPSL IVG
NTDB id 667582 MPG51 RS06810 WP 245034040.1 ILSTRFFKVYLSMNVLSTGFFLYCCYQYIIMPSLIVG 437
NTDB id 1208 C694 RS07015 WP 000653622.1 ILSARFFKVYLSMNVLSAGFFLYCCYQYIIMPSLIVG 437
consensus !!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!
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