logo

NTDB id 667509 MPGO2 RS00695
NTDB id 1216 CAA10655.1 697..
consensus

logo

NTDB id 667509 MPGO2 RS00695
NTDB id 1216 CAA10655.1 697..
consensus

logo

NTDB id 667509 MPGO2 RS00695
NTDB id 1216 CAA10655.1 697..
consensus

<0

logo

NTDB id 667509 MPGO2 RS00695
NTDB id 1216 CAA10655.1 697..
consensus

WP 180446597.1
1440( )

WP 180446597.1
1440( )

WP 180446597.1
1440( )

WP 180446597.1
1440( )

i LAl (NS UN NSENETAMEL

M EKPFNSEQLNYLEELLSHQEKHLENKLSGFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIAL LAIVLIS LPLQKT
M EKPFNSEQLMYLEELLSHQEKHLENKLSGFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIAL LAIVLIS LPLQKT

VIR CRARS STEALARL A5 AR LSO ARE 1

EHHFVDFLNQDKHYAITIQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSSSKVWQRFEDLIKTQNSTIY]
EHHFVDFLNQDKHYAITQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSSSKVWQRFEDLIKTQNSIY
PELL e rrrrrrrrrrrnt

JSPLIRE AR A AL RUNEKRRIVAYAD DRV TR

INQSHLEREVHIVNIATIYQQDNNPIASVSTIAAKL NENKLVYEKRYKIVLSYLFDTPDFDYASMPKNPTGFK TRYSITEI
VQSHLEREVHIVNIATYQQDNNPIASVSTAAKL NENKLVYEKRYKIVLSYLFDTPDFDYASMPKNPTGFK TRYSITEI

il

APTNRGDR 247
AP TNR GD LIy
RN

X non conserved
B similar
> 50% conserved

80
80

160
160

240
240



