logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667269 MPG85 RS07050
NTDB id 1219 C694 RS00105 WP
consensus

WP 245050553.

000890508.1

WP 245050553.

000890508.1

WP 245050553.

000890508. 1

WP 245050553.

000890508. 1

WP 245050553.

000890508.1

WP 245050553.

000890508. 1

WP 245050553.

000890508.1

LIRS SR L e UMY L TR AL

MLEKLLSA KQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
MLEKLLSA KQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD

a0 A A N

SLEKVVARLVVKRRK DHQQNIQ RISIHYLQAILNQFENKEVYENQYFLVLESEHSLHGVLEHKKKSLMHANRENFKDILS
SLEKVVARLVVKRRK DHQQNIQ INSEYLQAILNQFENKEVYENQYFLVLESWNHSLHGVLEHKKKSLMHANRENFKDILS
PULLL sk bbbk b bbb e rrrrrrrrrnt

Mo L QA RLLEV YL L SRS TR AT

YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN
YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN
PELL e rrrrrrrrrrrrrrnt

L ARER SATCLLIET DS STLSHAEAE SUELLE LR U

RLIG KAYESERITSIAIGALLYQETPLDIIFSIEPMSV KTLWFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA
RLIG KAYESERITSIAIGALLYQETPLDIIFSIEPMSVEIKTLHFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA

U LN O LTS

LNILIKAPSLEQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
LD
11

LNILIKAPSLERNLDIQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN

9 AR ARt AL AT SO SN LR U

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHRINAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHIANAKETARVNGHTLITIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL
PELEE b E e b bbbt et

(MR oS L OGP L SRREALD A LT KL

YSFTKFFKGHYHDGJSSFSINPFCLEPNLONLEFLQSFFLSMFDLAPSRDKEALEDMNATIIREATKSLYETLYPKAFSLLDF
YSFTKFFKGHYHDGNSFSINPFCLEPNLQNLEFLQSFFLSMFDLAPSRDKEALEDMNAIBSAIKSLYETLYPKAFSLLDF
PELLL L e rrrrrrrrrrrrred N

80

160
160

240
240

320
320

400
400

480
480

560
560



NTDB id 667269 MPG85 RS07050 WP 245050553.1 |3 BMAFLNVINLDEITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640

NTDB id 1219 C694 RS00105 WP 000890508.1 KE NAFLNVINLD@ITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDETI
consensus I NI PULUL T TPttt ttnt

A

e AL DL VLA O AL OO AL LS

VWAL TP L E

NTDB id 667269 MPG85 RS07050 WP 245050553.1 |AWERAUN KINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHiIFNVPLSETEIS 720
NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVEN KINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKH FNVPLSETEIS 720
11

consensus rrrrrrrrrrrrrn e e e e e .

BT D R

NTDB id 667269 MPG85 RS07050 WP 245050553.1 |BHHNNIARFNANAS GNGSSNMIDVSLE®LGRYLKIFNSDSSHVIJKVKALQKDYPEWREKLL S 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQVL GNGSSNMIDVSLERLGRYLKIFNSDSSHVEKVKALQKDYPWEWREKLL § 787
[

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrorrrrrrrrrrrrrrr orrrrrrrrrr o rrrrrt sl

X non conserved
B similar
>507% conserved



