
logo

MKRNQH
M
E
KKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVY

NTDB id 667231 MPG79 RS00010 WP 245107903.1 MKRNQHEKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVY 80
NTDB id 1207 C694 RS07860 WP 000749005.1 .....MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVY 75
consensus ****** !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPLDEKLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAP I
MQKPQNKPHTSSQQPSLSQNFPSYPSEPSKLGSKNPSKNS

NTDB id 667231 MPG79 RS00010 WP 245107903.1 QPLDEKLSLETTLNPNRPTIPRNTQIVFSSKELKE..PHQMPSLNAPIQKPQNKPTSSQQSLQNFPYSESKLGSKNPKNS 158
NTDB id 1207 C694 RS07860 WP 000749005.1 QPLDEKLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNS 155
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!*!!!!!!!*!!!!* !!!*!*!*!!!!!!*!!!

logo LLQPLAI
TPSKI SPSATNETVKQTPTNDTKPPLKHSSEDQENSNLF IVATPPTEKTLPNNTPSNADNINSEHNNESNENKRDNSVEKQAIRDAPN

NTDB id 667231 MPG79 RS00010 WP 245107903.1 LLQPLATPSKISSANEVKTPTNDTKPPLKHSSEDQENNLFVAPPTEKTLPNNTPNANINEHNESNENRDSVEKQAIRDPN 238
NTDB id 1207 C694 RS07860 WP 000749005.1 LLQPLAIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDAN 235
consensus !!!!!! !!!!!* !! !!!!!!!!!!!!!!!!!! !!!* !!!!!!!!!!!*!! ! !*!!!!!!*! !!!!!!!!*!

logo

I
VKEFAVCGKWVYDDENLQAYRPS I LKRVDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFAT

NTDB id 667231 MPG79 RS00010 WP 245107903.1 VKEFVCGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFT 318
NTDB id 1207 C694 RS07860 WP 000749005.1 IKEFACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFA 315
consensus *!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LQARSSTEKCKRARARKDGTTRQCYL I EEPLKQAWESEYEQITTQLVKAI
VYERPKQDDQI

VEPTFYETSELAYSSTRKSE I
NTDB id 667231 MPG79 RS00010 WP 245107903.1 ILQARSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYQITTQLVKAVYERPKQDDQIEPTFYETSELAYSSTRKSEI 398
NTDB id 1207 C694 RS07860 WP 000749005.1 ILQARSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEI 395
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo THNELNLNEKFMEFVEVYEGHYLNDI IVKESSEYKEWVKNHVRFLKEGVCMAVLE I EEQPRAKSTPLS I ENSRVVCVKKGNYL
NTDB id 667231 MPG79 RS00010 WP 245107903.1 THNELNLNEKFMEFVEVYEGHYLNDIVKESSEYKEWVKNHVRLKEGVCMVLEIEEQPRAKSTPLSIENSRVVCVKKGNYL 478
NTDB id 1207 C694 RS07860 WP 000749005.1 THNELNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYL 475
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FNEV
NTDB id 667231 MPG79 RS00010 WP 245107903.1 FNEV 482
NTDB id 1207 C694 RS07860 WP 000749005.1 FNEV 479
consensus !!!!
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