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MNKWLKGE VF GGFATIMTESL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
MNKWLKGWY VF GGFATINTHMSL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
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ALKA KEMNSJSKEETF@S PIDLK NTTPPKKDFSLKQLDLLABRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
ALKA KEMNMSKEETF|SSIYP IDEIYNTTPPKKDFSLKQLDLLAINRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
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RIITPHGINIMLEIAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLL QL
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MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKR 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 376
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X non conserved
B similar
> 50% conserved
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