
logo MNKWI
LKGAVI

L
I
VF IVGGFATI ITTI

TSL IVYHQKPKATPLNNQPNSLLNDDEVKYPLQDYTFTQNPQPTNTESSSKDATIKALQEQLK
NTDB id 667150 MPG25 RS00730 WP 245018818.1 MNKWIKGALIFVGGFATIITTSLIYHQKPKTPLNNQPNLLNDDEVKYPLQDYTFTQNPQPTNTESSSKDATIKALQEQLK 80
NTDB id 1218 CAA10657.1 2413..3543( ) MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTES.SKDATIKALQEQLK 79
consensus !!!!*!! **!*!!!!!! ! !!*!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo AALKALNSKEMNSYSKEETFKTSPP IDLKAPNTTPPKKDFSLKQLDLLAASR ITPFKQSPKNYEENL I FPMVDNPKGIDGFTNLK
NTDB id 667150 MPG25 RS00730 WP 245018818.1 AALKALNSKEMNSSKEETFTSPPIDLKANTTPPKKDFSLKQLDLLASRITPFKQSPKNYEENLIFPMDNPKGIDGFTNLK 160
NTDB id 1218 CAA10657.1 2413..3543( ) AALKALNSKEMNYSKEETFKSPPID..PNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPKGIDGFTNLK 157
consensus !!!!!!!!!!!! !!!!!! !!!!!***!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo EKDIATNENKLLRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHSMGKAVL IPKGSKVIGYYSNNNKMGEYRLDIVW
NTDB id 667150 MPG25 RS00730 WP 245018818.1 EKDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFASMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVW 240
NTDB id 1218 CAA10657.1 2413..3543( ) EKDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVW 237
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SR I ITPHGINIMLTNAKGADIKGYNGLVGEL I ERNFQRYGVPLLLSTLTNGLL IG ITSALNNRGNKEGAVTNFFGDYLLLMQ
NTDB id 667150 MPG25 RS00730 WP 245018818.1 SRIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGVTNFFGDYLLLQ 320
NTDB id 1218 CAA10657.1 2413..3543( ) SRIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQ 317
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!
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logo LMRQSGMGINQVVNQI LRDKSKIAP IVVIREGSRVF I SPNTDI FFP IPRENEVIAEFLKO
NTDB id 667150 MPG25 RS00730 WP 245018818.1 LMRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK. 379
NTDB id 1218 CAA10657.1 2413..3543( ) LMRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK* 376
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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