logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 667141 MPG74 RS07230
NTDB id 1219 C694 RS00105 WP
consensus

WP 245069391.

000890508.1

WP 245069391.

000890508.1

WP 245069391.

000890508. 1

WP 245069391.

000890508. 1

WP 245069391.

000890508.1

WP 245069391.

000890508.1

WP 245069391.

000890508.1

LIRS SR L e UMY L TR AL

MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
N

AL A A N

SLEKVVARLVVKRRKIDHQQNIQIIDSIHYLQAILNQFENKEVYENQYFLVLESWHYHSL GVLEHKKKSLMHANRENFKDILS
SLEKVVARLVVKRRKIDHQQNIQSDSEYLQAILNQFENKEVYENQYFLVLESINHSLEIGVLEHKKKSLMHANRENFKDILS
PELLL e b et

W L QA RLLEV YL L SRS TR AT

YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN
YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN
PELL e rrrrrrrrrrrrrnt

L ARER SALLIET DS STLOHAEAE SUELLE LR U

RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSV KTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA
RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSVEIKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA

LKL SLEDRTOL LBV VETE AR TR L VFERL

LNILIKAPSLEQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
LD
11

LNILIKAPSLENLDIQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
I Prrr e rrrrrrrret

9 AR ARt AL AT SO SN LR U

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHRINAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHJANAKETARVNGHTLITIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL
PELL b r b e bbbt et

MR S L LCHLEA P FLLSRRGALD A L L KL

YSFTKFFKGHYHDGJSSFSINPFCLEPNLONLEFLQSFFLSMFDLAPSRDKEALEDMNATIIREATKSLYETLYPKAFSLLDF
YSFTKFFKGHYHDGNSFSINPFCLEPNLQNLEFLQSFFLSMFDLAPSRDKEALEDMNAIBSAIKSLYETLYPKAFSLLDF
PELLL L e rrrrrrrrrrrrrnd N

80

160
160

240
240

320
320

400
400

480
480

560
560



AR LGRS e

NTDB id 667141 MPG74 RS07230 WP 245069391.1 [CHSNGHEIINRINEIRINNAINII DA
NTDB id 1219 C694 RS00105 WP 000890508.1 KETLKRTSSNQLGLSLEPYLNNP DA
1 ]

LDWITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
consensus trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr orrrrrnd trorrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnrn
logo EFKSWENDH.NXK NA\- TQARKAN VVV\.A\.QD Y \.S VKNAHSH.SN .H. \.Y QKNARE\.KHNFN\/ \.SETE S
NTDB id 667141 MPG74 RS07230 WP 245069391.1 [HENATIIDIRRASTYNRENN NS IAARNNRA DRI ST R T R AR SN H NS o s 720
NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVENDLLNJWKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKH FNVPLSETEIS 720
[

consensus e e e e e e N e

TR DMLY

NTDB id 667141 MPG74 RS07230 WP 245069391.1 [ERRIEAINVINATS IS EREDYEIRG GV EDERAN RTINSO T el 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSHV[§KVKALQKDYPTEWREKLL SjEEEY
consensus PTLE T et T Pt e Lot xl

B

X non conserved
B similar
>507% conserved



