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NTDB id 1177 A1552VC RS01165 WP 000422572.1 75
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 S 80
NTDB id 1086 NMV RS00245 WP 002218487.1 C. SIPMIRVEBIG R 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 e SIPMIRVEBIG R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG R 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... E PPM R DG R 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R Y 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R Y 76
NTDB id 66655 PA257 RS02235 WP 003084552.1 e ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG R Y 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e E] IIASDLHLSAG PPMIRVDG R Y 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 BNV DITELLAFS K [ASDLHLSAG PPMIRVDG R Y 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EXNERS2AYUS/NIEIA R D MP{EMW TIHMRISEMK B P E 156
NTDB id 1307 DR RS10055 WP 010888596.1 . 159
NTDB id 1086 NMV RS00245 WP 002218487.1 NS 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 N 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 Y. 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 NB 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 NS 155
NTDB id 66655 PA257 RS02235 WP 003084552.1 G. 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 G. DMWMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 G. INTIMNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N I I[OPNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NB D I[ONPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N IJI[OPNPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 NS E LGL{¢NIF WI[GNPRG VLVTGPTGSGKSTTLAAM 155
consensus * S N kokok Dok Dok Dok kokok kokokokk ok * % ok | kokok Pt b bbb bexd * ! * [



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
66655 PA257 RS02235 WP 003084552.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
66655 PA257 RS02235 WP 003084552.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

TRV e .

IDRI Q

T DRI DVFPA[MEK MVR
T DRI DVFPAMEK MVR
TIDRIIDVFP [§ K MVR
TIDRIIDVFP f§ K MVR
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAEEKMVR
TIDR DVFPAEEKJMVR
TIDR DVFPAEEKEMVR
TIDRIIDVFPAEEK MVR

BDIJALR 'ALR E\PD
ISJALRSALREDPD

IL GEMREMIEN PRALINJAETGHLVE | TLHIRBYANM
ILVGEMRDMETI YA TAAETGHLVQIGTLHTHS Ajg
LALTAAETGHLVFGTLHT

ILVGEMRDIZETI

INYALESALREDPD

IQYALRSALREDPD
IQYALRSALREDPD
NPNALRSALREDPD
WPNALRSALREDPD
SIZALRSALREDPD
MIZALRSALREDPD
RIZALRSALREDPD
WMAALRSALREDPD
IWNALRSALREDPD
WHALRSALREDPD
IMAALRSALREDPD

MLSESLIAVI QISLLK
MLSESLIAVI QILLK
MLSESL{®AV QELLK
MLSESLMAV QELLK
MLSESL{N| VISQWL X
MLSESLMN VISQWL X
MLSESL[AVISQWLLK
MLSESL[MAVISQWILLK

TIDR IDVFPAEEK MVREWMLSESLNAVISQELLK
TIDR IDVFPAEEK MVREIMLSESLMAVISQELLK
TIDR IDVFPAEEK MVREWMLSESLNAVISQELLK

koo | okok ok ok ok ok ok ok %

Thkx ] wkxkl |

ME liQxL&@@ Rt 1

BUSGGRVAAIR
WIGGGRVAAHEIMI
WIGGGRVAAHEIMI
MUGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

L
ILVGEMRDIMET I
ILVGEMRDIMET I
ILVGEMRDMET I
ILVGEMRDIRETI
ILVGEMRDIMET I
ILVGEMRDMETI
ILVGEMRDIMET I
ILVGEMRDMETI
ILVGEMRDISETI
U IRESRESNES 1%

MUGGGRVAGHEIM
MUGGGRVA[Y
.NKGGRVAAIEIM

HEIM

EIM [

Kook | okokokok | ok oK K K K oK K K

T'AR

E}\/\

I

G
G

LA TAAETGHLVFGTLHTNSAi
SA

LA TAAETGHLVFGTLHT]Y

LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

PAIRNLIREWKVAQMYSEIQTG
PAIRNLIRENKVAQMYSEIQTG
PAIRNLIRENKVAQMYSHIQTG
IIPATRNLIRE[@KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEVIQTG
IIPATRNLIRERNKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSEVIQTG

* 11 kokokkokk Xk

A|Q QAH

R0 50
B

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK

J

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
66655 PA257 RS02235 WP 003084552.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
66655 PA257 RS02235 WP 003084552.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

0t
TF MR LK VAR | 2R ORERIISHbERRL s i 1 s v

3

WEPIRARY QifVDDXIEEQD

iR D SMKEKIKQ .
NLPTIRAVIKS .
P QTR TANKG .
s QTIRTANKQ .

¢

G

NERESIKHTENHE AJALN .
NERESIKHTEN\HE AJNLN .
(IR RENINREKINKT .
(RS RENENREKINKT .
¢

¢

¢

¢

CBRSIP QTE\R T AJNKQ .
*

368
381
383
418
347
347
345
345
344
344
344
344
344
344
345
345
345

X non conserved
B similar
>50% conserved

A= AR L

WLHSEADSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
YEDELLHMDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..

INEDIRAIREDIRY DHQHESS]Y ADPALKHEADSPNNLRLQIKLSEEANKPLDNRERMSEMER . . . . . . .. KMTFDGQRRNLK. .. ..
A YIRAGIAF REHIMSEYDKELER/AID . PKEARLA . . NDASAGL . GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA

I PEVE RRRINAN SESMSFE . . . e

I PEARRRRINQANSESMSE . . . . e

368
381
383
395
347
347

345
344
344
344
344
344
344
345
345
345



