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NTDB id 66576 SCSC RS07405 WP 006270248.1 MVKLFKRLTVKEVGMIIISILFTCLAVYLDLEVPTYISKITELLQTKGTVVSDLWNPGLKMIGLSFASFLSAVVVGFIAARLAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
consensus ! !*!!!! !! !!***! ! !!!!**!! ! !*! !! !!!!!!! !!* !! !!* !!*!! !!*!!!*! ! !!!
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NTDB id 66576 SCSC RS07405 WP 006270248.1 FTTSLRSDIFNRVLDYSNAEIKRFSIPSLLTRTTNDLTQIQLMITMGLQVVTRGPIMAIWAITKIIGKSEYWLWAVIVAIIVNMI 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus !!! !!!!!!!!!*!!! !!!!*!!!!!!!!!!!!!!!!*!*!! !!*!!!!!!!!!!*!!*!!! !!!* ! !! !!*** !
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NTDB id 66576 SCSC RS07405 WP 006270248.1 MTTVLMTLAFPKQSVIQRLTDKLNSITRESLTGIRVVRAYNAEDYQDDKFAGANAEVTRLNLFVSRLMAILNPIMMGISSGLTLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus ! *!!! *!!!*! *! !!! !!! !!!!!!!*!!!!!!!!!!!!! !! ! *!*!!! ! !!! **!!*! *!!!!!!!
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NTDB id 66576 SCSC RS07405 WP 006270248.1 IYWIGAYLIQDAVLP............GRLPIFSDMVVFMSYAMQVVMGFMLMAALFIVLPRTLVSAGRINEVLDLHSTIESPMQ 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
consensus !!!!!!!!**! *!************ !***!!!!!!! !!!!!!!*!!!*! !*!!*!!! !!!! !!!!!! !*!*** *
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NTDB id 66576 SCSC RS07405 WP 006270248.1 PKTAKDVKGEVVFDNVSFRYTKNSEAVIEHVSFTAKAGETVAFIGSTGSGKSTLISLIPRFYDVTEGRILVDGVNVKDYQLEDLH 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
consensus *! !!!! !* !!!!!*!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!* !!!!!!! !!! ! *!!* ! !! **!!*
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NTDB id 66576 SCSC RS07405 WP 006270248.1 NKVGYIPQKAVLFSGDIKSNLDFGQSNESPLDDEKMWPALDLAQAKSFVEEKEGGLHSEVAQSGTNFSGGQKQRLSIARALARKP 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
consensus !!!!!!!!*!!!!!! !*!!* !!!! !!!! !*!*!!*!!!!! !!!!!! !!**!!!! !!!!!!!!!!!! !!!!!!!!!
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NTDB id 66576 SCSC RS07405 WP 006270248.1 EILIFDDSFSELDYKTDRILREELAKKVKATTRLIVAQRISTIMDADQILVLDKGKVVGQGTHKELLATNEVYQEIAYSQLSKEE 583
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
consensus !!!!!!!!!! !!!!!!!!!! *!!!! ! !*!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!! !**!!!!!!!!!!!!!



logo LENGK
NTDB id 66576 SCSC RS07405 WP 006270248.1 LENGK 588
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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